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Phys.Lett. B749 (2015) 519-541.

22) Study of the spin and parity of the Higgs boson in diboson decays with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.05669 [hep-ex]].
10.1140/epjc/s10052-015-3685-1.
Eur.Phys.J. C75 (2015) 10, 476.

23) Measurement of colour flow with the jet pull angle in $t\bar{t}$ events using the ATLAS detector at $\sqrt{s}=8$ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.05629 [hep-ex]].
10.1016/j.physletb.2015.09.051.
Phys.Lett. B750 (2015) 475-493.

24) Modelling $Z\rightarrow\tau\tau$ processes in ATLAS with $\tau$-embedded $Z\rightarrow\mu\mu$ data. 
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By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.05332 [hep-ex]].
10.1140/epjc/s10052-015-3609-0.
Eur.Phys.J. C75 (2015) 9, 407.

26) Measurements of the top quark branching ratios into channels with leptons and quarks with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.05074 [hep-ex]].
10.1103/PhysRevD.92.072005.
Phys.Rev. D92 (2015) 7, 072005.

27) Search for type-III Seesaw heavy leptons in $pp$ collisions at $\sqrt{s}= 8$ TeV with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.01839 [hep-ex]].
10.1103/PhysRevD.92.032001.
Phys.Rev. D92 (2015) 3, 032001.

28) Search for heavy lepton resonances decaying to a $Z$ boson and a lepton in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.01291 [hep-ex]].
10.1007/JHEP09(2015)108.
JHEP 1509 (2015) 108.

29) Search for Dark Matter in Events with Missing Transverse Momentum and a Higgs Boson Decaying to Two Photons in $pp$ Collisions at $\sqrt{s}=8$ TeV with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.01081 [hep-ex]].
10.1103/PhysRevLett.115.131801.
Phys.Rev.Lett. 115 (2015) 13, 131801.

30) Search for high-mass diboson resonances with boson-tagged jets in proton-proton collisions at $ \sqrt{s}=8 $ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1506.00962 [hep-ex]].
10.1007/JHEP12(2015)055.
JHEP 1512 (2015) 055.
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10.1140/epjc/s10052-015-3436-3.
Eur.Phys.J. C75 (2015) 5, 231.

58) Search for supersymmetry in events containing a same-flavour opposite-sign dilepton pair, jets, and large missing transverse momentum in $\sqrt{s}=8$  TeV pp collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1503.03290 [hep-ex]].
10.1140/epjc/s10052-015-3661-9, 10.1140/epjc/s10052-015-3518-2.
Eur.Phys.J. C75 (2015) 7, 318, Eur.Phys.J. C75 (2015) 10, 463.

59) Evidence of Wγγ Production in pp Collisions at s=8  TeV and Limits on Anomalous Quartic Gauge Couplings with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1503.03243 [hep-ex]].
10.1103/PhysRevLett.115.031802.
Phys.Rev.Lett. 115 (2015) 3, 031802.

60) Constraints on the off-shell Higgs boson signal strength in the high-mass $ZZ$ and $WW$ final states with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1503.01060 [hep-ex]].
10.1140/epjc/s10052-015-3542-2.
Eur.Phys.J. C75 (2015) 7, 335.

61) Two-particle Bose–Einstein correlations in pp collisions at $\mathbf {\sqrt{s} =}$ 0.9 and 7 TeV measured with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.07947 [hep-ex]].
10.1140/epjc/s10052-015-3644-x.
Eur.Phys.J. C75 (2015) 10, 466.

62) A search for high-mass resonances decaying to $\tau^{+}\tau^{-}$ in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.07177 [hep-ex]].
10.1007/JHEP07(2015)157.
JHEP 1507 (2015) 157.

63) Differential top-antitop cross-section measurements as a function of observables constructed from final-state particles using pp collisions at $\sqrt{s}=7$ TeV in the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.05923 [hep-ex]].
10.1007/JHEP06(2015)100.
JHEP 1506 (2015) 100.

64) Search for a CP-odd Higgs boson decaying to Zh in pp collisions at $\sqrt{s} = 8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.04478 [hep-ex]].
10.1016/j.physletb.2015.03.054.
Phys.Lett. B744 (2015) 163-183.

65) Search for new phenomena in final states with an energetic jet and large missing transverse momentum in pp collisions at $\sqrt{s}=$8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.01518 [hep-ex]].
10.1140/epjc/s10052-015-3639-7, 10.1140/epjc/s10052-015-3517-3.
Eur.Phys.J. C75 (2015) 7, 299, Eur.Phys.J. C75 (2015) 9, 408.

66) Observation of top-quark pair production in association with a photon and measurement of the $t\bar{t}\gamma$ production cross section in pp collisions at $\sqrt{s}=7$ TeV using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1502.00586 [hep-ex]].
10.1103/PhysRevD.91.072007.
Phys.Rev. D91 (2015) 7, 072007.

67) Measurement of the charge asymmetry in dileptonic decays of top quark pairs in $pp$ collisions at $\sqrt{s}=7$ TeV using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.07383 [hep-ex]].
10.1007/JHEP05(2015)061.
JHEP 05 (2015) 061.

68) Search for direct pair production of a chargino and a neutralino decaying to the 125 GeV Higgs boson in $\sqrt{s} = 8$  TeV ${pp}$ collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.07110 [hep-ex]].
10.1140/epjc/s10052-015-3408-7.
Eur.Phys.J. C75 (2015) 5, 208.

69) Evidence for the Higgs-boson Yukawa coupling to tau leptons with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.04943 [hep-ex]].
10.1007/JHEP04(2015)117.
JHEP 1504 (2015) 117.

70) Search for pair-produced long-lived neutral particles decaying in the ATLAS hadronic calorimeter in $pp$ collisions at $\sqrt{s}$ = 8 TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.04020 [hep-ex]].
10.1016/j.physletb.2015.02.015.
Phys.Lett. B743 (2015) 15-34.

71) Search for squarks and gluinos in events with isolated leptons, jets and missing transverse momentum at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.03555 [hep-ex]].
10.1007/JHEP04(2015)116.
JHEP 1504 (2015) 116.

72) Search for Higgs and Z Boson Decays to J/ψγ and ϒ(nS)γ with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.03276 [hep-ex]].
10.1103/PhysRevLett.114.121801.
Phys.Rev.Lett. 114 (2015) 12, 121801.

73) Search for Scalar Charm Quark Pair Production in $pp$ Collisions at $\sqrt{s}=$ 8  TeV with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1501.01325 [hep-ex]].
10.1103/PhysRevLett.114.161801.
Phys.Rev.Lett. 114 (2015) 16, 161801.

74) Identification and energy calibration of hadronically decaying tau leptons with the ATLAS experiment in $pp$ collisions at $\sqrt{s}$=8 TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.7086 [hep-ex]].
10.1140/epjc/s10052-015-3500-z.
Eur.Phys.J. C75 (2015) 7, 303.

75) Search for charged Higgs bosons decaying via $H^{\pm} \rightarrow \tau^{\pm}\nu$ in fully hadronic final states using $pp$ collision data at $\sqrt{s} = 8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.6663 [hep-ex]].
10.1007/JHEP03(2015)088.
JHEP 1503 (2015) 088.

76) Observation and measurements of the production of prompt and non-prompt $J/\psi$ mesons in association with a $Z$ boson in $pp$ collisions at $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.6428 [hep-ex]].
10.1140/epjc/s10052-015-3406-9.
Eur.Phys.J. C75 (2015) 5, 229.

77) Measurement of Spin Correlation in Top-Antitop Quark Events and Search for Top Squark Pair Production in pp Collisions at $\sqrt{s}=8$ TeV Using the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.4742 [hep-ex]].
10.1103/PhysRevLett.114.142001.
Phys.Rev.Lett. 114 (2015) 14, 142001.

78) Centrality and rapidity dependence of inclusive jet production in $\sqrt{s_\mathrm{NN}} = 5.02$ TeV proton-lead collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.4092 [hep-ex]].
10.1016/j.physletb.2015.07.023.
Phys.Lett. B748 (2015) 392-413.

79) Observation and measurement of Higgs boson decays to WW$^*$ with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.2641 [hep-ex]].
10.1103/PhysRevD.92.012006.
Phys.Rev. D92 (2015) 1, 012006.

80) Measurement of the transverse polarization of $\Lambda$ and $\bar{\Lambda}$ hyperons produced in proton-proton collisions at $\sqrt{s}=7$ TeV using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.1692 [hep-ex]].
10.1103/PhysRevD.91.032004.
Phys.Rev. D91 (2015) 3, 032004.

81) Search for anomalous production of prompt same-sign lepton pairs and pair-produced doubly charged Higgs bosons with $ \sqrt{s}=8 $ TeV $pp$ collisions using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.0237 [hep-ex]].
10.1007/JHEP03(2015)041.
JHEP 1503 (2015) 041.

82) Searches for heavy long-lived charged particles with the ATLAS detector in proton-proton collisions at $ \sqrt{s}=8 $ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.6795 [hep-ex]].
10.1007/JHEP01(2015)068.
JHEP 1501 (2015) 068.

83) Search for new phenomena in events with three or more charged leptons in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.2921 [hep-ex]].
10.1007/JHEP08(2015)138.
JHEP 1508 (2015) 138.

84) Measurements of the Nuclear Modification Factor for Jets in Pb+Pb Collisions at $\sqrt{s_{\mathrm{NN}}}=2.76$ TeV with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.2357 [hep-ex]].
10.1103/PhysRevLett.114.072302.
Phys.Rev.Lett. 114 (2015) 7, 072302.

85) Measurement of three-jet production cross-sections in $pp$ collisions at 7 TeV centre-of-mass energy using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.1855 [hep-ex]].
10.1140/epjc/s10052-015-3363-3.
Eur.Phys.J. C75 (2015) 5, 228.

86) Search for new phenomena in events with a photon and missing transverse momentum in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.1559 [hep-ex]].
10.1103/PhysRevD.91.012008, 10.1103/PhysRevD.92.059903.
Phys.Rev. D91 (2015) 1, 012008, Phys.Rev. D92 (2015) 5, 059903.

87) Measurement of the inclusive jet cross-section in proton-proton collisions at $ \sqrt{s}=7 $ TeV using 4.5 fb$^{−1}$ of data with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.8857 [hep-ex]].
10.1007/JHEP09(2015)141, 10.1007/JHEP02(2015)153.
JHEP 1502 (2015) 153, JHEP 1509 (2015) 141.

88) Measurement of the $WW+WZ$ cross section and limits on anomalous triple gauge couplings using final states with one lepton, missing transverse momentum, and two jets with the ATLAS detector at $\sqrt{\rm{s}} = 7$ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.7238 [hep-ex]].
10.1007/JHEP01(2015)049.
JHEP 1501 (2015) 049.

89) Search for invisible particles produced in association with single-top-quarks in proton-proton collisions at $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.5404 [hep-ex]].
10.1140/epjc/s10052-014-3233-4.
Eur.Phys.J. C75 (2015) 2, 79.

90) Search for the $X_b$ and other hidden-beauty states in the $\pi^+ \pi^- \Upsilon(1 \rm S)$ channel at ATLAS. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4409 [hep-ex]].
10.1016/j.physletb.2014.11.055.
Phys.Lett. B740 (2015) 199-217.

91) Search for $W' \to t\bar{b}$ in the lepton plus jets final state in proton-proton collisions at a centre-of-mass energy of $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4103 [hep-ex]].
10.1016/j.physletb.2015.02.051.
Phys.Lett. B743 (2015) 235-255.

92) Search for dark matter in events with heavy quarks and missing transverse momentum in $pp$ collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4031 [hep-ex]].
10.1140/epjc/s10052-015-3306-z.
Eur.Phys.J. C75 (2015) 2, 92.

93) Search for $s$-channel single top-quark production in proton–proton collisions at $\sqrt s=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.0647 [hep-ex]].
10.1016/j.physletb.2014.11.042.
Phys.Lett. B740 (2015) 118-136.

94) Measurements of the W production cross sections in association with jets with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.8639 [hep-ex]].
10.1140/epjc/s10052-015-3262-7.
Eur.Phys.J. C75 (2015) 2, 82.

95) Search for the $b\bar{b}$ decay of the Standard Model Higgs boson in associated $(W/Z)H$ production with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.6212 [hep-ex]].
10.1007/JHEP01(2015)069.
JHEP 1501 (2015) 069.

96) Search for resonant diboson production in the $\mathrm {\ell \ell }q\bar{q}$ final state in $pp$ collisions at $\sqrt{s} = 8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.6190 [hep-ex]].
10.1140/epjc/s10052-015-3261-8.
Eur.Phys.J. C75 (2015) 69.

97) Search for $H \to \gamma\gamma$ produced in association with top quarks and constraints on the Yukawa coupling between the top quark and the Higgs boson using data taken at 7 TeV and 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.3122 [hep-ex]].
10.1016/j.physletb.2014.11.049.
Phys.Lett. B740 (2015) 222-242.

98) Measurement of the top-quark mass in the fully hadronic decay channel from ATLAS data at $\sqrt{s}=7\mathrm{\,TeV}$. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.0832 [hep-ex]].
10.1140/epjc/s10052-015-3373-1.
Eur.Phys.J. C75 (2015) 4, 158.

99) Measurements of Higgs boson production and couplings in the four-lepton channel in pp collisions at center-of-mass energies of 7 and 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.5191 [hep-ex]].
10.1103/PhysRevD.91.012006.
Phys.Rev. D91 (2015) 1, 012006.

100) Measurement of the production and lepton charge asymmetry of $W$ bosons in Pb+Pb collisions at $\mathbf {\sqrt{\mathbf {s}_{\mathrm {\mathbf {NN}}}}=2.76\;TeV}$ with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.4674 [hep-ex]].
10.1140/epjc/s10052-014-3231-6.
Eur.Phys.J. C75 (2015) 1, 23.

101) Performance of the ATLAS muon trigger in pp collisions at $\sqrt{s}=8$ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.3179 [hep-ex]].
10.1140/epjc/s10052-015-3325-9.
Eur.Phys.J. C75 (2015) 120.

102) Search for $W' \rightarrow tb \rightarrow qqbb$ decays in $pp$ collisions at $\sqrt{s}$  = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.0886 [hep-ex]].
10.1140/epjc/s10052-015-3372-2.
Eur.Phys.J. C75 (2015) 4, 165.

103) Search for new phenomena in the dijet mass distribution using $p-p$ collision data at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.1376 [hep-ex]].
10.1103/PhysRevD.91.052007.
Phys.Rev. D91 (2015) 5, 052007.

104) Measurement of the $ t\overline{t} $ production cross-section as a function of jet multiplicity and jet transverse momentum in 7 TeV proton-proton collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.0891 [hep-ex]].
10.1007/JHEP01(2015)020.
JHEP 1501 (2015) 020.

105) Simultaneous measurements of the $t\bar{t}$, $W^+W^-$, and $Z/\gamma^{*}\rightarrow\tau\tau$ production cross-sections in $pp$ collisions at $\sqrt{s} = 7$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.0573 [hep-ex]].
10.1103/PhysRevD.91.052005.
Phys.Rev. D91 (2015) 5, 052005.

106) Search For Higgs Boson Pair Production in the $\gamma\gamma b\bar{b}$ Final State using $pp$ Collision Data at $\sqrt{s}=8$ TeV from the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1406.5053 [hep-ex]].
10.1103/PhysRevLett.114.081802.
Phys.Rev.Lett. 114 (2015) 8, 081802.

107) Jet energy measurement and its systematic uncertainty in proton-proton collisions at $\sqrt{s}=7$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1406.0076 [hep-ex]].
10.1140/epjc/s10052-014-3190-y.
Eur.Phys.J. C75 (2015) 17.

108) Measurements of $W \gamma$ and $Z \gamma$ production in $pp$ collisions at $\sqrt{s}$=7  TeV with the ATLAS detector at the LHC. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1302.1283 [hep-ex]].
10.1103/PhysRevD.87.112003, 10.1103/PhysRevD.91.119901.
Phys.Rev. D87 (2013) 11, 112003, Phys.Rev. D91 (2015) 11, 119901.
109) Identification and energy calibration of hadronically decaying tau leptons with the ATLAS experiment in $pp$ collisions at $\sqrt{s}$=8 TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.7086 [hep-ex]].
10.1140/epjc/s10052-015-3500-z.
Eur.Phys.J. C75 (2015) 7, 303.

110) Search for charged Higgs bosons decaying via $H^{\pm} \rightarrow \tau^{\pm}\nu$ in fully hadronic final states using $pp$ collision data at $\sqrt{s} = 8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.6663 [hep-ex]].
10.1007/JHEP03(2015)088.
JHEP 1503 (2015) 088.

111) Observation and measurements of the production of prompt and non-prompt $J/\psi$ mesons in association with a $Z$ boson in $pp$ collisions at $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.6428 [hep-ex]].
10.1140/epjc/s10052-015-3406-9.
Eur.Phys.J. C75 (2015) 5, 229.

112) Measurement of Spin Correlation in Top-Antitop Quark Events and Search for Top Squark Pair Production in pp Collisions at $\sqrt{s}=8$ TeV Using the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.4742 [hep-ex]].
10.1103/PhysRevLett.114.142001.
Phys.Rev.Lett. 114 (2015) 14, 142001.

113) Centrality and rapidity dependence of inclusive jet production in $\sqrt{s_\mathrm{NN}} = 5.02$ TeV proton-lead collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.4092 [hep-ex]].
10.1016/j.physletb.2015.07.023.
Phys.Lett. B748 (2015) 392-413.

114) Observation and measurement of Higgs boson decays to WW$^*$ with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.2641 [hep-ex]].
10.1103/PhysRevD.92.012006.
Phys.Rev. D92 (2015) 1, 012006.

115) Measurement of the transverse polarization of $\Lambda$ and $\bar{\Lambda}$ hyperons produced in proton-proton collisions at $\sqrt{s}=7$ TeV using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.1692 [hep-ex]].
10.1103/PhysRevD.91.032004.
Phys.Rev. D91 (2015) 3, 032004.

116) Search for anomalous production of prompt same-sign lepton pairs and pair-produced doubly charged Higgs bosons with $ \sqrt{s}=8 $ TeV $pp$ collisions using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1412.0237 [hep-ex]].
10.1007/JHEP03(2015)041.
JHEP 1503 (2015) 041.

117) Searches for heavy long-lived charged particles with the ATLAS detector in proton-proton collisions at $ \sqrt{s}=8 $ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.6795 [hep-ex]].
10.1007/JHEP01(2015)068.
JHEP 1501 (2015) 068.

118) Search for new phenomena in events with three or more charged leptons in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.2921 [hep-ex]].
10.1007/JHEP08(2015)138.
JHEP 1508 (2015) 138.

119) Measurements of the Nuclear Modification Factor for Jets in Pb+Pb Collisions at $\sqrt{s_{\mathrm{NN}}}=2.76$ TeV with the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.2357 [hep-ex]].
10.1103/PhysRevLett.114.072302.
Phys.Rev.Lett. 114 (2015) 7, 072302.

120) Measurement of three-jet production cross-sections in $pp$ collisions at 7 TeV centre-of-mass energy using the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.1855 [hep-ex]].
10.1140/epjc/s10052-015-3363-3.
Eur.Phys.J. C75 (2015) 5, 228.

121) Search for new phenomena in events with a photon and missing transverse momentum in $pp$ collisions at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1411.1559 [hep-ex]].
10.1103/PhysRevD.91.012008, 10.1103/PhysRevD.92.059903.
Phys.Rev. D91 (2015) 1, 012008, Phys.Rev. D92 (2015) 5, 059903.

122) Measurement of the inclusive jet cross-section in proton-proton collisions at $ \sqrt{s}=7 $ TeV using 4.5 fb$^{−1}$ of data with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.8857 [hep-ex]].
10.1007/JHEP09(2015)141, 10.1007/JHEP02(2015)153.
JHEP 1502 (2015) 153, JHEP 1509 (2015) 141.

123) Measurement of the $WW+WZ$ cross section and limits on anomalous triple gauge couplings using final states with one lepton, missing transverse momentum, and two jets with the ATLAS detector at $\sqrt{\rm{s}} = 7$ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.7238 [hep-ex]].
10.1007/JHEP01(2015)049.
JHEP 1501 (2015) 049.

124) Search for invisible particles produced in association with single-top-quarks in proton-proton collisions at $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.5404 [hep-ex]].
10.1140/epjc/s10052-014-3233-4.
Eur.Phys.J. C75 (2015) 2, 79.

125) Search for the $X_b$ and other hidden-beauty states in the $\pi^+ \pi^- \Upsilon(1 \rm S)$ channel at ATLAS. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4409 [hep-ex]].
10.1016/j.physletb.2014.11.055.
Phys.Lett. B740 (2015) 199-217.

126) Search for $W' \to t\bar{b}$ in the lepton plus jets final state in proton-proton collisions at a centre-of-mass energy of $\sqrt{s}$ = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4103 [hep-ex]].
10.1016/j.physletb.2015.02.051.
Phys.Lett. B743 (2015) 235-255.

127) Search for dark matter in events with heavy quarks and missing transverse momentum in $pp$ collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.4031 [hep-ex]].
10.1140/epjc/s10052-015-3306-z.
Eur.Phys.J. C75 (2015) 2, 92.

128) Search for $s$-channel single top-quark production in proton–proton collisions at $\sqrt s=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1410.0647 [hep-ex]].
10.1016/j.physletb.2014.11.042.
Phys.Lett. B740 (2015) 118-136.

129) Measurements of the W production cross sections in association with jets with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.8639 [hep-ex]].
10.1140/epjc/s10052-015-3262-7.
Eur.Phys.J. C75 (2015) 2, 82.

130) Search for the $b\bar{b}$ decay of the Standard Model Higgs boson in associated $(W/Z)H$ production with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.6212 [hep-ex]].
10.1007/JHEP01(2015)069.
JHEP 1501 (2015) 069.

131) Search for resonant diboson production in the $\mathrm {\ell \ell }q\bar{q}$ final state in $pp$ collisions at $\sqrt{s} = 8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.6190 [hep-ex]].
10.1140/epjc/s10052-015-3261-8.
Eur.Phys.J. C75 (2015) 69.
132) Search for $H \to \gamma\gamma$ produced in association with top quarks and constraints on the Yukawa coupling between the top quark and the Higgs boson using data taken at 7 TeV and 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.3122 [hep-ex]].
10.1016/j.physletb.2014.11.049.
Phys.Lett. B740 (2015) 222-242.
133) Measurement of the top-quark mass in the fully hadronic decay channel from ATLAS data at $\sqrt{s}=7\mathrm{\,TeV}$. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1409.0832 [hep-ex]].
10.1140/epjc/s10052-015-3373-1.
Eur.Phys.J. C75 (2015) 4, 158.
134) Measurements of Higgs boson production and couplings in the four-lepton channel in pp collisions at center-of-mass energies of 7 and 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.5191 [hep-ex]].
10.1103/PhysRevD.91.012006.
Phys.Rev. D91 (2015) 1, 012006.
135) Measurement of the production and lepton charge asymmetry of $W$ bosons in Pb+Pb collisions at $\mathbf {\sqrt{\mathbf {s}_{\mathrm {\mathbf {NN}}}}=2.76\;TeV}$ with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.4674 [hep-ex]].
10.1140/epjc/s10052-014-3231-6.
Eur.Phys.J. C75 (2015) 1, 23.
136) Performance of the ATLAS muon trigger in pp collisions at $\sqrt{s}=8$ TeV. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.3179 [hep-ex]].
10.1140/epjc/s10052-015-3325-9.
Eur.Phys.J. C75 (2015) 120.

137) Search for $W' \rightarrow tb \rightarrow qqbb$ decays in $pp$ collisions at $\sqrt{s}$  = 8 TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1408.0886 [hep-ex]].
10.1140/epjc/s10052-015-3372-2.
Eur.Phys.J. C75 (2015) 4, 165.
138) Search for new phenomena in the dijet mass distribution using $p-p$ collision data at $\sqrt{s}=8$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.1376 [hep-ex]].
10.1103/PhysRevD.91.052007.
Phys.Rev. D91 (2015) 5, 052007.
139) Measurement of the $ t\overline{t} $ production cross-section as a function of jet multiplicity and jet transverse momentum in 7 TeV proton-proton collisions with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.0891 [hep-ex]].
10.1007/JHEP01(2015)020.
JHEP 1501 (2015) 020.
140) Simultaneous measurements of the $t\bar{t}$, $W^+W^-$, and $Z/\gamma^{*}\rightarrow\tau\tau$ production cross-sections in $pp$ collisions at $\sqrt{s} = 7$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1407.0573 [hep-ex]].
10.1103/PhysRevD.91.052005.
Phys.Rev. D91 (2015) 5, 052005.
141) Search For Higgs Boson Pair Production in the $\gamma\gamma b\bar{b}$ Final State using $pp$ Collision Data at $\sqrt{s}=8$ TeV from the ATLAS Detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1406.5053 [hep-ex]].
10.1103/PhysRevLett.114.081802.
Phys.Rev.Lett. 114 (2015) 8, 081802.
142) Jet energy measurement and its systematic uncertainty in proton-proton collisions at $\sqrt{s}=7$ TeV with the ATLAS detector. 
By ATLAS Collaboration (Georges Aad et al.).
[arXiv:1406.0076 [hep-ex]].
10.1140/epjc/s10052-014-3190-y.
Eur.Phys.J. C75 (2015) 17.

[bookmark: _Toc319697866]CDF
	
1. Measurement of the forward-backward asymmetry in low-mass bottom-quark pairs produced in proton-antiproton collisions, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Jan 25, 2016., FERMILAB-PUB-16-017-E , e-Print: arXiv:1601.06526

2. Measurement of the B±c production cross section in pp¯ collisions at s√=1.96 TeV, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Jan 15, 2016. 33 pp. FERMILAB-PUB-16-008-E-PPD, e-Print: arXiv:1601.03819	

3. Search for a Low-Mass Neutral Higgs Boson with Suppressed Couplings to Fermions Using Events with Multiphoton Final States, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Jan 4, 2016. FERMILAB-PUB-15-578-E, e-Print: arXiv:1601.00401 

4. Top-quark production measurements, ATLAS and CDF and CMS and D0 and LHCb Collaborations (Markus Cristinziani (Bonn U.) for the collaboration). Nov 13, 2015. 21 pp. ATL-PHYS-PROC-2015-144, Conference: C15-08-17, e-Print: arXiv:1511.04200 

5. Search for a Standard Model Higgs Boson in the Channel VH→VWW with Leptons and Hadronic τ in the Full CDF Run II Data Set, CDF Collaboration (Gabriele Bertoli for the collaboration). Aug 27, 2015. 106 pp. CDF-11182
	
6. Development of a multivariate tool to reject background in a WZ diboson search for the CDF experiment, CDF Collaboration (Matteo Cremonesi for the collaboration). Aug 27, 2015. 142 pp.  CDF-11181

7. Search for W′→tb in Events with Large Missing Transverse Energy and Jets with the CDF detector at the Fermilab Tevatron Collider, CDF Collaboration (Ludovico Bianchi for the collaboration). Aug 27, 2015. 143 pp. CDF-11180

8. Top Quark Pair Production Cross Section at the Tevatron, CDF and D0 Collaborations (Reinhild Yvonne Peters (Manchester U.) for the collaboration). Sep 25, 2015. 6 pp. FERMILAB-CONF-15-413-E, Conference: C15-07-22 Proceedings, e-Print: arXiv:1509.07629

9. Study of Vector Boson Plus D∗(2010)+ Meson Production in p¯p Collisions at s√=1.96TeV. CDF Collaboration (T. Aaltonen et al.). Aug 27, 2015. 8 pp. FERMILAB-PUB-15-368. e-Print: arXiv:1508.06980 

	
10. Study of the energy dependence of the underlying event in proton-antiproton collisions, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Aug 21, 2015. 21 pp. Published in Phys.Rev. D92 (2015) 9, 092009, FERMILAB-PUB-15-361-E DOI: 10.1103/PhysRevD.92.092009, e-Print: arXiv:1508.05340

11. Recent Results of Top Quark Physics from the Tevatron, CDF and D0 Collaborations (R.Y. Peters (Manchester U. & DESY) for the collaboration). Jul 9, 2015. 4 pp., FERMILAB-CONF-15-291-E, Conference: C15-05-31, e-Print: arXiv:1507.02422

12. Recent Results from the Tevatron, CDF and DZero Collaborations (Costas Vellidis (Fermilab) for the collaboration). 2015. 12 pp. Published in EPJ Web Conf. 95 (2015) 03036 FERMILAB-CONF-14-412-E, DOI: 10.1051/epjconf/20159503036 Conference: C14-07-28.2 Proceedings

13. Measurement of the Production and Differential Cross Sections of W+W− Bosons in Association with Jets in pp¯ Collisions at s√=1.96 TeV, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). May 4, 2015. 8 pp. Published in Phys.Rev. D91 (2015) 11, 111101, Phys.Rev. D92 (2015) 3, 039901, FERMILAB-PUB-15-191-PPD DOI: 10.1103/PhysRevD.91.111101, 10.1103/PhysRevD.92.039901, e-Print: arXiv:1505.00801

14. Measurement of the top-quark mass in the tt¯ dilepton channel using the full CDF Run II data set, CDF Collaboration (T. Aaltonen (Helsinki Inst. of Phys. & Helsinki U.) et al.). May 3, 2015. 10 pp. Published in Phys.Rev. D92 (2015) 3, 032003, FERMILAB-PUB-15-190-E, DOI: 10.1103/PhysRevD.92.032003, e-Print: arXiv:1505.00500 

15. First measurement of the forward-backward asymmetry in bottom-quark pair production at high mass, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Apr 26, 2015. 11 pp. Published in Phys.Rev. D92 (2015) 3, 032006, FERMILAB-PUB-15-153-E, DOI: 10.1103/PhysRevD.92.032006, e-Print: arXiv:1504.06888
	
16. Recent top quark production results from the Tevatron, CDF and D0 Collaborations (Oleg Brandt (Kirchhoff Inst. Phys.) for the collaboration). Apr 18, 2015. 4 pp., FERMILAB-CONF-15-097-E, e-Print: arXiv:1504.04760

17. Search for Resonances Decaying to Top and Bottom Quarks with the CDF Experiment, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Apr 7, 2015. 8 pp. Published in Phys.Rev.Lett. 115 (2015) 6, 061801, FERMILAB-PUB-15-123-PPD, DOI: 10.1103/PhysRevLett.115.061801 e-Print: arXiv:1504.01536

18. Tevatron Combination of Single-Top-Quark Cross Sections and Determination of the Magnitude of the Cabibbo-Kobayashi-Maskawa Matrix Element Vtb, CDF and D0 Collaborations (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Mar 17, 2015. 11 pp. Published in Phys.Rev.Lett. 115 (2015) 15, 152003, FERMILAB-PUB-15-088-E, DOI: 10.1103/PhysRevLett.115.152003, e-Print: arXiv:1503.05027 

19. Measurement of the W+W− air production cross section in p¯p collisions at s√=1.96 TeV, CDF Collaboration (Lee G. Pondrom (Wisconsin U., Madison) for the collaboration). 2015. Published in PoS BaldinISHEPPXXII (2015) 001, Conference: C14-09-15.10 Proceedings

20. Measurement of central exclusive π+π− production in pp¯ collisions at s√=0.9 and 1.96 TeV at CDF, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Feb 4, 2015. 8 pp. Published in Phys.Rev. D91 (2015) 9, 091101, FERMILAB-PUB-15-033-PPD, DOI: 10.1103/PhysRevD.91.091101, e-Print: arXiv:1502.01391

21. Tevatron Constraints on Models of the Higgs Boson with Exotic Spin and Parity Using Decays to Bottom-Antibottom Quark Pairs, CDF and D0 Collaborations (T. Aaltonen (Helsinki Inst. of Phys.) et al.). Feb 3, 2015. 12 pp. Published in Phys.Rev.Lett. 114 (2015) 15, 151802, FERMILAB-PUB-15-029-E, DOI: 10.1103/PhysRevLett.114.151802, e-Print: arXiv:1502.00967

22. Constraints on Models of the Higgs Boson with Exotic Spin and Parity using Decays to Bottom-Antibottom Quarks in the Full CDF Data Set, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Jan 20, 2015. 9 pp. Published in Phys.Rev.Lett. 114 (2015) 14, 141802, FERMILAB-PUB-15-012-E, DOI: 10.1103/PhysRevLett.114.141802, e-Print: arXiv:1501.04875

23. Search for production of an Υ(1S) meson in association with a W or Z boson using the full 1.96 TeV pp¯ collision data set at CDF, CDF Collaboration (T. Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Dec 15, 2014. 10 pp. Published in Phys.Rev. D91 (2015) 5, 052011, FERMILAB-PUB-14-540-PPD, DOI: 10.1103/PhysRevD.91.052011, e-Print: arXiv:1412.4827 

24. Studies of high-transverse momentum jet substructure and top quarks produced in 1.96 TeV proton-antiproton collisions, CDF Collaboration (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Jul 13, 2014. 24 pp. Published in Phys.Rev. D91 (2015) 3, 032006, FERMILAB-PUB-14-228-E, DOI: 10.1103/PhysRevD.91.032006, e-Print: arXiv:1407.3484
[bookmark: _Toc319697867]CMS 

1) Search for a light charged Higgs boson decaying to $ \mathrm{c}\overline{\mathrm{s}} $ in pp collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1510.04252 [hep-ex].
10.1007/JHEP12(2015)178.
JHEP 1512 (2015) 178.

2) Search for a charged Higgs boson in pp collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1508.07774 [hep-ex].
10.1007/JHEP11(2015)018.
JHEP 1511 (2015) 018.

3) Search for supersymmetry in the vector-boson fusion topology in proton-proton collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1508.07628 [hep-ex].
10.1007/JHEP11(2015)189.
JHEP 1511 (2015) 189.

4) Measurement of the underlying event activity using charged-particle jets in proton-proton collisions at sqrt(s) = 2.76 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1507.07229 [hep-ex].
10.1007/JHEP09(2015)137.
JHEP 1509 (2015) 137.

5) Limits on the Higgs boson lifetime and width from its decay to four charged leptons
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1507.06656 [hep-ex].
10.1103/PhysRevD.92.072010.
Phys.Rev. D92 (2015) 7, 072010.

6) Pseudorapidity distribution of charged hadrons in proton-proton collisions at $\sqrt{s}$ = 13 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1507.05915 [hep-ex].
10.1016/j.physletb.2015.10.004.
Phys.Lett. B751 (2015) 143-163.

7) Search for supersymmetry with photons in pp collisions at $\sqrt{s}$=8  TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1507.02898 [hep-ex].
10.1103/PhysRevD.92.072006.
Phys.Rev. D92 (2015) 7, 072006.

8) Production of leading charged particles and leading charged-particle jets at small transverse momenta in pp collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1507.00233 [hep-ex].
10.1103/PhysRevD.92.112001.
Phys.Rev. D92 (2015) 11, 112001.

9) Search for neutral MSSM Higgs bosons decaying into a pair of bottom quarks
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1506.08329 [hep-ex].
10.1007/JHEP11(2015)071.
JHEP 1511 (2015) 071.

10) Search for diphoton resonances in the mass range from 150 to 850 GeV in pp collisions at $\sqrt{s} =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1506.02301 [hep-ex].
10.1016/j.physletb.2015.09.062.
Phys.Lett. B750 (2015) 494-519.

11) Search for the standard model Higgs boson produced through vector boson fusion and decaying to $b \overline{b}$
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1506.01010 [hep-ex].
10.1103/PhysRevD.92.032008.
Phys.Rev. D92 (2015) 3, 032008.

12) Search for neutral color-octet weak-triplet scalar particles in proton-proton collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1505.08118 [hep-ex].
10.1007/JHEP09(2015)201.
JHEP 1509 (2015) 201.

13) Comparison of the Z/gamma* + jets to gamma + jets cross sections in pp collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1505.06520 [hep-ex].
10.1007/JHEP10(2015)128.
JHEP 1510 (2015) 128.

14) Measurement of the differential cross section for top quark pair production in pp collisions at $\sqrt{s} = 8\,\text {TeV} $
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1505.04480 [hep-ex].
10.1140/epjc/s10052-015-3709-x.
Eur.Phys.J. C75 (2015) 11, 542.

15) Search for a pseudoscalar boson decaying into a Z boson and the 125 GeV Higgs boson in $ℓ^+ℓ^−b\overline{b}$ final states
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1504.04710 [hep-ex].
10.1016/j.physletb.2015.07.010.
Phys.Lett. B748 (2015) 221-243.

16) Angular coefficients of Z bosons produced in pp collisions at $\sqrt{s}$ = 8 TeV and decaying to $\mu^+ \mu^-$ as a function of transverse momentum and rapidity
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1504.03512 [hep-ex].
10.1016/j.physletb.2015.08.061.
Phys.Lett. B750 (2015) 154-175.

17) Measurement of the Z boson differential cross section in transverse momentum and rapidity in proton–proton collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1504.03511 [hep-ex].
10.1016/j.physletb.2015.07.065.
Phys.Lett. B749 (2015) 187-209.

18) Search for the production of dark matter in association with top-quark pairs in the single-lepton final state in proton-proton collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1504.03198 [hep-ex].
10.1007/JHEP06(2015)121.
JHEP 1506 (2015) 121.

19) Search for a Higgs Boson in the Mass Range from 145 to 1000 GeV Decaying to a Pair of W or Z Bosons
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1504.00936 [hep-ex].
10.1007/JHEP10(2015)144.
JHEP 1510 (2015) 144.

20) Search for Third-Generation Scalar Leptoquarks in the t$\tau$ Channel in Proton-Proton Collisions at $\sqrt{s}$ = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.09049 [hep-ex].
10.1007/JHEP07(2015)042.
JHEP 1507 (2015) 042.

21) Measurement of diffraction dissociation cross sections in pp collisions at $\sqrt{s}$ = 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.08689 [hep-ex].
10.1103/PhysRevD.92.012003.
Phys.Rev. D92 (2015) 1, 012003.

22) Searches for third-generation squark production in fully hadronic final states in proton-proton collisions at $ \sqrt{s} = 8$ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.08037 [hep-ex].
10.1007/JHEP06(2015)116.
JHEP 1506 (2015) 116.

23) Combined Measurement of the Higgs Boson Mass in $pp$ Collisions at $\sqrt{s}=7$ and 8 TeV with the ATLAS and CMS Experiments
By ATLAS and CMS Collaborations (Georges Aad et al.).
arXiv:1503.07589 [hep-ex].
10.1103/PhysRevLett.114.191803.
Phys.Rev.Lett. 114 (2015) 191803.

24) Study of W boson production in pPb collisions at $\sqrt{s_{\mathrm{NN}}} =$ 5.02 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.05825 [nucl-ex].
10.1016/j.physletb.2015.09.057.
Phys.Lett. B750 (2015) 565-586.

25) Measurements of the $\mathrm{Z}$ $\mathrm{Z}$ production cross sections in the $2\mathrm{l} 2\nu $ channel in proton–proton collisions at $\sqrt{s} = 7$ and $8~\mathrm{TeV} $ and combined constraints on triple gauge couplings
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.05467 [hep-ex].
10.1140/epjc/s10052-015-3706-0.
Eur.Phys.J. C75 (2015) 10, 511.

26) Search for resonant pair production of Higgs bosons decaying to two bottom quark–antiquark pairs in proton–proton collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.04114 [hep-ex].
10.1016/j.physletb.2015.08.047.
Phys.Lett. B749 (2015) 560-582.

27) Search for vector-like T quarks decaying to top quarks and Higgs bosons in the all-hadronic channel using jet substructure
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.01952 [hep-ex].
10.1007/JHEP06(2015)080.
JHEP 1506 (2015) 080.

28) Evidence for transverse momentum and pseudorapidity dependent event plane fluctuations in PbPb and pPb collisions
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1503.01692 [nucl-ex].
10.1103/PhysRevC.92.034911.
Phys.Rev. C92 (2015) 3, 034911.

29) Study of Final-State Radiation in Decays of Z Bosons Produced in $pp$ Collisions at 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.07940 [hep-ex].
10.1103/PhysRevD.91.092012.
Phys.Rev. D91 (2015) 9, 092012.

30) Search for Lepton-Flavour-Violating Decays of the Higgs Boson
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.07400 [hep-ex].
10.1016/j.physletb.2015.07.053.
Phys.Lett. B749 (2015) 337-362.

31) Search for Physics Beyond the Standard Model in Events with Two Leptons, Jets, and Missing Transverse Momentum in pp Collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.06031 [hep-ex].
10.1007/JHEP04(2015)124.
JHEP 1504 (2015) 124.

32) Measurement of the Zγ Production Cross Section in pp Collisions at 8 TeV and Search for Anomalous Triple Gauge Boson Couplings
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.05664 [hep-ex].
10.1007/JHEP04(2015)164.
JHEP 1504 (2015) 164.

33) Nuclear Effects on the Transverse Momentum Spectra of Charged Particles in pPb Collisions at $\sqrt{s_{_\mathrm {NN}}} =5.02$ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.05387 [nucl-ex].
10.1140/epjc/s10052-015-3435-4.
Eur.Phys.J. C75 (2015) 5, 237.

34) Evidence for Collective Multiparticle Correlations in p-Pb Collisions
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.05382 [nucl-ex].
10.1103/PhysRevLett.115.012301.
Phys.Rev.Lett. 115 (2015) 1, 012301.

35) Search for Narrow High-Mass Resonances in Proton–Proton Collisions at $\sqrt{s}$ = 8 TeV Decaying to a Z and a Higgs Boson
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.04994 [hep-ex].
10.1016/j.physletb.2015.07.011.
Phys.Lett. B748 (2015) 255-277.

36) Distributions of Topological Observables in Inclusive Three- and Four-Jet Events in pp Collisions at sqrt(s) = 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.04785 [hep-ex].
10.1140/epjc/s10052-015-3491-9.
Eur.Phys.J. C75 (2015) 7, 302.

37) Searches for Supersymmetry using the M$_{T2}$ Variable in Hadronic Events Produced in pp Collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.04358 [hep-ex].
10.1007/JHEP05(2015)078.
JHEP 1505 (2015) 078.

38) Measurement of J/ψ and ψ(2S) Prompt Double-Differential Cross Sections in pp Collisions at $\sqrt{s}$=7  TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.04155 [hep-ex].
10.1103/PhysRevLett.114.191802.
Phys.Rev.Lett. 114 (2015) 19, 191802.

39) Performance of Photon Reconstruction and Identification with the CMS Detector in Proton-Proton Collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.02702 [physics.ins-det].
10.1088/1748-0221/10/08/P08010.
JINST 10 (2015) 08, P08010.

40) Performance of Electron Reconstruction and Selection with the CMS Detector in Proton-Proton Collisions at √s = 8  TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.02701 [physics.ins-det].
10.1088/1748-0221/10/06/P06005.
JINST 10 (2015) 06, P06005.

41) Constraints on the pMSSM, AMSB Model and on Other Models from the Search for Long-Lived Charged Particles in Proton-Proton Collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.02522 [hep-ex].
10.1140/epjc/s10052-015-3533-3.
Eur.Phys.J. C75 (2015) 7, 325.

42) Search for a Standard Model Higgs Boson Produced in Association with a Top-Quark Pair and Decaying to Bottom Quarks Using a Matrix Element Method
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.02485 [hep-ex].
10.1140/epjc/s10052-015-3454-1.
Eur.Phys.J. C75 (2015) 6, 251.

43) Search for Supersymmetry Using Razor Variables in Events with $b$-Tagged Jets in $pp$ Collisions at $\sqrt{s} =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1502.00300 [hep-ex].
10.1103/PhysRevD.91.052018.
Phys.Rev. D91 (2015) 052018.

44) Measurements of the $\Upsilon$(1S), $\Upsilon$(2S), and $\Upsilon$(3S) differential cross sections in pp collisions at $\sqrt{s} =$ 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1501.07750 [hep-ex].
10.1016/j.physletb.2015.07.037.
Phys.Lett. B749 (2015) 14-34.

45) Search for Decays of Stopped Long-Lived Particles Produced in Proton–Proton Collisions at $\sqrt{s}= 8\,\text {TeV} $
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1501.05603 [hep-ex].
10.1140/epjc/s10052-015-3367-z.
Eur.Phys.J. C75 (2015) 4, 151.

46) Search for heavy Majorana neutrinos in $\mu^\pm \mu^\pm+$ jets events in proton-proton collisions at $\sqrt{s}$ = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1501.05566 [hep-ex].
10.1016/j.physletb.2015.06.070.
Phys.Lett. B748 (2015) 144-166.

47) Search for resonances and quantum black holes using dijet mass spectra in proton-proton collisions at $\sqrt{s} =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1501.04198 [hep-ex].
10.1103/PhysRevD.91.052009.
Phys.Rev. D91 (2015) 5, 052009.

48) Precise determination of the mass of the Higgs boson and tests of compatibility of its couplings with the standard model predictions using proton collisions at 7 and 8 $\,\text {TeV}$
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.8662 [hep-ex].
10.1140/epjc/s10052-015-3351-7.
Eur.Phys.J. C75 (2015) 5, 212.

49) Search for pair-produced resonances decaying to jet pairs in proton–proton collisions at $\sqrt{s}$=8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.7706 [hep-ex].
10.1016/j.physletb.2015.04.045.
Phys.Lett. B747 (2015) 98-119.

50) Search for physics beyond the standard model in dilepton mass spectra in proton-proton collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.6302 [hep-ex].
10.1007/JHEP04(2015)025.
JHEP 1504 (2015) 025.

51) Searches for supersymmetry based on events with b jets and four W bosons in pp collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.4109 [hep-ex].
10.1016/j.physletb.2015.04.002.
Phys.Lett. B745 (2015) 5-28.

52) Measurement of the inclusive 3-jet production differential cross section in proton–proton collisions at 7 TeV and determination of the strong coupling constant in the TeV range
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.1633 [hep-ex].
10.1140/epjc/s10052-015-3376-y.
Eur.Phys.J. C75 (2015) 5, 186.

53) Measurements of differential and double-differential Drell-Yan cross sections in proton-proton collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1412.1115 [hep-ex].
10.1140/epjc/s10052-015-3364-2.
Eur.Phys.J. C75 (2015) 4, 147.

54) Search for stealth supersymmetry in events with jets, either photons or leptons, and low missing transverse momentum in pp collisions at 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.7255 [hep-ex].
10.1016/j.physletb.2015.03.017.
Phys.Lett. B743 (2015) 503-525.

55) Search for long-lived particles that decay into final states containing two electrons or two muons in proton-proton collisions at $\sqrt{s} =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.6977 [hep-ex].
10.1103/PhysRevD.91.052012.
Phys.Rev. D91 (2015) 5, 052012.

56) Search for Long-Lived Neutral Particles Decaying to Quark-Antiquark Pairs in Proton-Proton Collisions at $\sqrt{s} =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.6530 [hep-ex].
10.1103/PhysRevD.91.012007.
Phys.Rev. D91 (2015) 1, 012007.

57) Search for disappearing tracks in proton-proton collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (V. Khachatryan et al.).
arXiv:1411.6006 [hep-ex].
10.1007/JHEP01(2015)096.
JHEP 1501 (2015) 096.

58) Measurement of the cross section ratio $\sigma_\mathrm{t \bar{t} b \bar{b}} / \sigma_\mathrm{t \bar{t} jj }$ in pp collisions at $\sqrt{s}$ = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.5621 [hep-ex].
10.1016/j.physletb.2015.04.060.
Phys.Lett. B746 (2015) 132-153.

59) Observation of the rare $B^0_s\to\mu^+\mu^-$ decay from the combined analysis of CMS and LHCb data
By CMS and LHCb Collaborations (Vardan Khachatryan et al.).
arXiv:1411.4413 [hep-ex].
10.1038/nature14474.
Nature 522 (2015) 68-72.

60) Constraints on the spin-parity and anomalous HVV couplings of the Higgs boson in proton collisions at 7 and 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.3441 [hep-ex].
10.1103/PhysRevD.92.012004.
Phys.Rev. D92 (2015) 1, 012004.

61) Search for quark contact interactions and extra spatial dimensions using dijet angular distributions in proton–proton collisions at $\sqrt s =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.2646 [hep-ex].
10.1016/j.physletb.2015.04.042.
Phys.Lett. B746 (2015) 79-99.

62) Performance of the CMS missing transverse momentum reconstruction in pp data at $\sqrt{s}$ = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1411.0511 [physics.ins-det].
10.1088/1748-0221/10/02/P02006.
JINST 10 (2015) 02, P02006.

63) Constraints on parton distribution functions and extraction of the strong coupling constant from the inclusive jet cross section in pp collisions at $\sqrt{s} = 7$ $\,\text {TeV}$
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.6765 [hep-ex].
10.1140/epjc/s10052-015-3499-1.
Eur.Phys.J. C75 (2015) 6, 288.

64) Search for a standard model-like Higgs boson in the $μ^+μ^−$ and $e^+e^−$ decay channels at the LHC
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.6679 [hep-ex].
10.1016/j.physletb.2015.03.048.
Phys.Lett. B744 (2015) 184-207.

65) Study of vector boson scattering and search for new physics in events with two same-sign leptons and two jets
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.6315 [hep-ex].
10.1103/PhysRevLett.114.051801.
Phys.Rev.Lett. 114 (2015) 5, 051801.

66) Measurement of the ratio of the production cross sections times branching fractions of $B_{c}^{\pm} \to J/\psi \pi^{\pm}$ and $B^{\pm} \to J/\psi K^{\pm}$ and $\mathcal{B}(B_{c}^{\pm} \to J/\psi \pi^{\pm}\pi^{\pm}\pi^{\mp})/\mathcal{B}(B_{c}^{\pm} \to J/\psi \pi^{\pm})$ in pp collisions at $\sqrt{s} =$ 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.5729 [hep-ex].
10.1007/JHEP01(2015)063.
JHEP 1501 (2015) 063.

67) Study of Z production in PbPb and pp collisions at $ \sqrt{s_{\mathrm{NN}}}=2.76 $ TeV in the dimuon and dielectron decay channels
By CMS Collaboration (Serguei Chatrchyan et al.).
arXiv:1410.4825 [nucl-ex].
10.1007/JHEP03(2015)022.
JHEP 1503 (2015) 022.

68) Measurement of electroweak production of two jets in association with a Z boson in proton-proton collisions at $\sqrt{s}=8\,\text {TeV}$
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.3153 [hep-ex].
10.1140/epjc/s10052-014-3232-5.
Eur.Phys.J. C75 (2015) 2, 66.

69) Measurement of the W boson helicity in events with a single reconstructed top quark in pp collisions at $ \sqrt{s}=8 $ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.1154 [hep-ex].
10.1007/JHEP01(2015)053.
JHEP 1501 (2015) 053.

70) Search for Monotop Signatures in Proton-Proton Collisions at $\sqrt s =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1410.1149 [hep-ex].
10.1103/PhysRevLett.114.101801.
Phys.Rev.Lett. 114 (2015) 10, 101801.

71) Measurement of the production cross section ratio sigma(chi[b2](1P)) / sigma(chi[b1](1P)) in pp collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1409.5761 [hep-ex].
10.1016/j.physletb.2015.02.048.
Phys.Lett. B743 (2015) 383-402.

72) Search for Displaced Supersymmetry in events with an electron and a muon with large impact parameters
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1409.4789 [hep-ex].
10.1103/PhysRevLett.114.061801.
Phys.Rev.Lett. 114 (2015) 6, 061801.

73) Long-range two-particle correlations of strange hadrons with charged particles in pPb and PbPb collisions at LHC energies
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1409.3392 [nucl-ex].
10.1016/j.physletb.2015.01.034.
Phys.Lett. B742 (2015) 200-224.

74) Search for dark matter, extra dimensions, and unparticles in monojet events in proton–proton collisions at $\sqrt{s} = 8$ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1408.3583 [hep-ex].
10.1140/epjc/s10052-015-3451-4.
Eur.Phys.J. C75 (2015) 5, 235.

75) Measurements of jet multiplicity and differential production cross sections of $Z +$ jets events in proton-proton collisions at $\sqrt{s} =$ 7 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1408.3104 [hep-ex].
10.1103/PhysRevD.91.052008.
Phys.Rev. D91 (2015) 5, 052008.

76) Search for physics beyond the standard model in final states with a lepton and missing transverse energy in proton-proton collisions at sqrt(s) = 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1408.2745 [hep-ex].
10.1103/PhysRevD.91.092005.
Phys.Rev. D91 (2015) 9, 092005.

77) Search for new resonances decaying via WZ to leptons in proton-proton collisions at $\sqrt s =$ 8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1407.3476 [hep-ex].
10.1016/j.physletb.2014.11.026.
Phys.Lett. B740 (2015) 83-104.

78) Differential cross section measurements for the production of a W boson in association with jets in proton–proton collisions at $\sqrt s=7$ TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1406.7533 [hep-ex].
10.1016/j.physletb.2014.12.003.
Phys.Lett. B741 (2015) 12-37.

79) Measurement of the $pp \to ZZ$ production cross section and constraints on anomalous triple gauge couplings in four-lepton final states at $\sqrt s=$8 TeV
By CMS Collaboration (Vardan Khachatryan et al.).
arXiv:1406.0113 [hep-ex].
10.1016/j.physletb.2014.11.059.
Phys.Lett. B740 (2015) 250-272.

80) Measurement of jet multiplicity distributions in $\mathrm {t}\overline{\mathrm {t}}$ production in pp collisions at $\sqrt{s} = 7\,\text {TeV} $
By CMS Collaboration (Serguei Chatrchyan et al.).
arXiv:1404.3171 [hep-ex].
10.1140/epjc/s10052-014-3014-0, 10.1140/epjc/s10052-015-3437-2.
Eur.Phys.J. C74 (2015) 3014, Eur.Phys.J. C75 (2015) 5, 216.

81) Evidence of b-Jet Quenching in PbPb Collisions at $\sqrt{s_{NN}}=2.76$  TeV
By CMS Collaboration (Serguei Chatrchyan et al.).
arXiv:1312.4198 [nucl-ex].
10.1103/PhysRevLett.113.132301, 10.1103/PhysRevLett.115.029903.
Phys.Rev.Lett. 113 (2014) 13, 132301, Phys.Rev.Lett. 115 (2015) 2, 029903.

82) Search for new physics in events with same-sign dileptons and jets in pp collisions at $\sqrt{s}$ = 8 TeV
By CMS Collaboration (Serguei Chatrchyan et al.).
arXiv:1311.6736, arXiv:1311.6736 [hep-ex].
10.1007/JHEP01(2014)163, 10.1007/JHEP01(2015)014.
JHEP 1401 (2014) 163, JHEP 1501 (2015) 014.


[bookmark: _Toc319697868]DZero	
1. [bookmark: 2014]Measurement of spin correlation between top and antitop quarks produced in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Dec 29, 2015. Submitted to: Phys.Lett.B, FERMILAB-PUB-15-581-E, e-Print: arXiv:1512.08818 

2. Study of double parton interactions in diphoton + dijet events in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Dec 16, 2015. 14 pp. FERMILAB-PUB-15-562-E, e-Print: arXiv:1512.05291

3. Measurement of the forward-backward asymmetry of Λ and Λ¯ production in pp¯ collisions, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Nov 16, 2015. 10 pp. Submitted to: Phys.Rev.D, FERMILAB-PUB-15-496-E, e-Print: arXiv:1511.05113

4. Top-quark production measurements, ATLAS and CDF and CMS and D0 and LHCb Collaborations (Markus Cristinziani (Bonn U.) for the collaboration). Nov 13, 2015. 21 pp. ATL-PHYS-PROC-2015-144, Conference: C15-08-17, e-Print: arXiv:1511.04200

5. Evidence for simultaneous production of J/ψ and Υ mesons, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Nov 7, 2015. 8 pp. FERMILAB-PUB-15-485-E, e-Print: arXiv:1511.02428 	

6. Recent Results on Top-Quark Physics at D0, D0 Collaboration (Kenneth Bloom (Nebraska U.) for the collaboration). Oct 23, 2015. 9 pp. DPF2015-235, FERMILAB-CONF-15-529-E, Conference: C15-08-04 Proceedings, e-Print: arXiv:1510.06993

7. Measurements of W Charge Asymmetry, D0 Collaboration (J.L. Holzbauer (Mississippi U.) for the collaboration). Oct 6, 2015. 6 pp. FERMILAB-CONF-15-427-E, Conference: C15-07-22 Proceedings, e-Print: arXiv:1510.01716 	

8. Top Quark Pair Production Cross Section at the Tevatron, CDF and D0 Collaborations (Reinhild Yvonne Peters (Manchester U.) for the collaboration). Sep 25, 2015. 6 pp. FERMILAB-CONF-15-413-E, Conference: C15-07-22 Proceedings, e-Print: arXiv:1509.07629 

9. Recent D0 Measurements of Forward-Backward Asymmetries for pp⎯⎯⎯→B±,Λ0b, and Λ0s Production, D0 Collaboration (Peter H. Garbincius (Fermilab) et al.). Sep 22, 2015. FERMILAB-CONF-15-395-E, DPF2015-414, Conference: C15-08-04 Proceedings, e-Print: arXiv:1509.06665

10. Inclusive Production of the X(4140) State in pp⎯⎯⎯ Collisions at D0, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Aug 31, 2015. 8 pp., Published in Phys.Rev.Lett. 115 (2015) 23, 232001, FERMILAB-PUB-15-373-E, DOI: 10.1103/PhysRevLett.115.232001, e-Print: arXiv:1508.07846 

11. Precise measurement of the top quark mass in dilepton decays using optimized neutrino weighting, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Aug 13, 2015. 9 pp. Published in Phys.Lett. B752 (2016) 18-26, FERMILAB-PUB-15-338-E, DOI: 10.1016/j.physletb.2015.10.086, e-Print: arXiv:1508.03322

12. Simultaneous measurement of forward-backward asymmetry and top polarization in dilepton final states from tt¯ production at the Tevatron, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Jul 20, 2015. 16 pp. Published in Phys.Rev. D92 (2015) 052007, FERMILAB-PUB-15-312-E, DOI: 10.1103/PhysRevD.92.052007, e-Print: arXiv:1507.05666 

13. Recent Results of Top Quark Physics from the Tevatron, CDF and D0 Collaborations (R.Y. Peters (Manchester U. & DESY) for the collaboration). Jul 9, 2015. 4 pp. FERMILAB-CONF-15-291-E, Conference: C15-05-31, e-Print: arXiv:1507.02422 

14. Search for Violation of CPT and Lorentz invariance in B0s meson oscillations, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Jun 12, 2015. 8 pp. Published in Phys.Rev.Lett. 115 (2015) 16, 161601, Phys.Rev.Lett. 116 (2016) 1, 019901, FERMILAB-PUB-15-258-E, DOI: 10.1103/PhysRevLett.116.019901, 10.1103/PhysRevLett.115.161601, e-Print: arXiv:1506.04123 

15. Recent top quark production results from the Tevatron, CDF and D0 Collaborations (Oleg Brandt (Kirchhoff Inst. Phys.) for the collaboration). Apr 18, 2015. 4 pp. FERMILAB-CONF-15-097-E, e-Print: arXiv:1504.04760 	

16. Tevatron Combination of Single-Top-Quark Cross Sections and Determination of the Magnitude of the Cabibbo-Kobayashi-Maskawa Matrix Element Vtb, CDF and D0 Collaborations (Timo Antero Aaltonen (Helsinki U. & Helsinki Inst. of Phys.) et al.). Mar 17, 2015. 11 pp. Published in Phys.Rev.Lett. 115 (2015) 15, 152003, FERMILAB-PUB-15-088-E, DOI: 10.1103/PhysRevLett.115.152003, e-Print: arXiv:1503.05027 

17. Measurement of the forward-backward asymmetry in Λ0b and Λ¯0b baryon production in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Mar 12, 2015. 7 pp. Published in Phys.Rev. D91 (2015) 7, 072008, FERMILAB-PUB-15-080-E DOI: 10.1103/PhysRevD.91.072008, e-Print: arXiv:1503.03917 

18. Tevatron Constraints on Models of the Higgs Boson with Exotic Spin and Parity Using Decays to Bottom-Antibottom Quark Pairs, CDF and D0 Collaborations (T. Aaltonen (Helsinki Inst. of Phys.) et al.). Feb 3, 2015. 12 pp. Published in Phys.Rev.Lett. 114 (2015) 15, 151802, FERMILAB-PUB-15-029-E, DOI: 10.1103/PhysRevLett.114.151802, e-Print: arXiv:1502.00967 

19. Precision measurement of the top-quark mass in lepton+jets final states, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Jan 26, 2015. 39 pp. Published in Phys.Rev. D91 (2015) 11, 112003, FERMILAB-PUB-15-021-E, DOI: 10.1103/PhysRevD.91.112003, e-Print: arXiv:1501.07912 

20. Measurement of the ratio of inclusive cross sections σ(pp¯→Z+2 bjets)/σ(pp¯→Z+2 jets) in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (V.M. Abazov et al.). Jan 21, 2015. 9 pp. Published in Phys.Rev. D91 (2015) 5, 052010, FERMILAB-PUB-15-013-E, DOI: 10.1103/PhysRevD.91.052010, e-Print: arXiv:1501.05325

21. Measurement of the W+b-jet and W+c-jet differential production cross sections in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Dec 17, 2014. 9 pp. Published in Phys.Lett. B743 (2015) 6-14, FERMILAB-PUB-14-525-E, DOI: 10.1016/j.physletb.2015.02.012, e-Print: arXiv:1412.5315 

22. Measurement of the electron charge asymmetry in pp¯→W+X→eν+X decays in pp¯ collisions at s√=1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Dec 9, 2014. 26 pp. Published in Phys.Rev. D91 (2015) 3, 032007, Phys.Rev. D91 (2015) 7, 079901, FERMILAB-PUB-14-514-E, DOI: 10.1103/PhysRevD.91.032007, 10.1103/PhysRevD.91.079901, e-Print: arXiv:1412.2862 

23. Measurement of the Forward-Backward Asymmetry in the Production of B± Mesons in pp¯ Collisions at s√ = 1.96 TeV, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Nov 11, 2014. 8 pp. Published in Phys.Rev.Lett. 114 (2015) 051803, FERMILAB-PUB-14-472-E, DOI: 10.1103/PhysRevLett.114.051803, e-Print: arXiv:1411.3021 

24. Measurement of the ϕ∗η distribution of muon pairs with masses between 30 and 500 GeV in 10.4 fb−1 of pp¯ collisions, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Oct 29, 2014. 13 pp. Published in Phys.Rev. D91 (2015) 7, 072002, FERMILAB-PUB-14-430-E, DOI: 10.1103/PhysRevD.91.072002, e-Print: arXiv:1410.8052 

25. Measurement of the B0s lifetime in the flavor-specific decay channel B0s→D−sμ+νX, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Oct 6, 2014. 8 pp. Published in Phys.Rev.Lett. 114 (2015) 6, 062001, FERMILAB-PUB-14-388-E, DOI: 10.1103/PhysRevLett.114.062001, e-Print: arXiv:1410.1568 

26. Measurement of the effective weak mixing angle in pp¯→Z/γ∗→e+e− events, D0 Collaboration (Victor Mukhamedovich Abazov (Dubna, JINR) et al.). Aug 21, 2014. 8 pp. Published in Phys.Rev.Lett. 115 (2015) 4, 041801, FERMILAB-PUB-14-288-E, DOI: 10.1103/PhysRevLett.115.041801, e-Print: arXiv:1408.5016 
[bookmark: _Toc319697869]GLOW 

	1. Dentico D, Cheung BLP, Chang JY, Guokas J, Boly M, Tononi G, Van Veen BD. (2014) “Reversal of cortical information during visual imagery as compared to visual perception,” Neuroimage, 100:237-243.

2. Kundu B, Chang JY, Postle BR, Van Veen BD. (2015) “Context-specific differences in fronto-parieto-occipital effective connectivity during short-term memory maintenance,” NeuroImage, 114:320-327.

3. Pizarro R, Richner T, Brodnick S, Thongpang S, Williams J, Van Veen BD. “Estimating cortical column sensory networks in rodents from state of the art micro-Electrocorticograph (ECoG) recordings,” NeuroImage, submitted.

	4. Eraker, Bjorn and Yue Wu.  "Explaining the Negative Returns to Volatility Claims: An Equilibrium Approach”, in review with Journal of Financial Economics

	5. Claudia Solís-Lemus and Cécile Ané. Inferring phylogenetic networks with maximum pseudolikelihood under incomplete lineage sorting.
(submitted). Preprint available on arXiv: http://arxiv.org/abs/1509.06075

6. SNaQ software on GitHub: https://github.com/crsl4/PhyloNetworks Charles-Elie Rabier, T. Ta and C. Ané (2014). 

7. Detecting and locating whole genome duplications on a phylogeny: a probabilistic approach. Molecular Biology and Evolution, 31(3):750-762. R package: WGDgc at http://pages.stat.wisc.edu/~ane/wgd/

	8. Large-scale extraction of gene interactions from full text literature using DeepDive Emily Mallory, Ce Zhang, Christopher Ré., Russ Altman. Bioinformatics 2015.

9. A Demonstration of Data Labeling in Knowledge Base Construction. Jaeho Shin, Mike Cafarella, and Christopher Ré. VLDB 2015 (demo).

10. Incremental Knowledge Base Construction Using DeepDive Jaeho Shin, Sen Wu, Feiran Wang, Christopher De Sa, Ce Zhang, Christopher Ré. VLDB 2015.

	11. Smith, Colin R., et al. "Influence of Ligament Properties on Tibiofemoral Mechanics in Walking." The journal of knee surgery (2015). 

12. Smith, C. R., Vignos, M. F., Lenhart, R. L., Kaiser, J., & Thelen, D. G. (2016). The Influence of Component Alignment and Ligament Properties on Tibiofemoral Contact Forces in Total Knee Replacement. Journal of Biomechanical Engineering, 138(2). doi:10.1115/1.4032464

	

	13. Chen VB, Wedell JR, Wenger RK, Ulrich EL, Markley JL. (2015) “MolProbity for the masses – of data,” J Biomol NMR, 63:77-83.

14. Chen VB, Wedell JR, Wenger RK, Ulrich EL, Markley JL. (2014) “High-Throughput Computing and Macromolecular Structural Validation at the BMRB,” XXVIth International Conference on Magnetic Resonance in Biological Systems, August 24-29.

15. Ulrich EL, Chen VB, Fife A, Ioannidis, YE, Livny M, Maziuk D, Merchant P, Nesterova M, Nonnweiler T, Stancic C, Toy E, Wedell J, Wenger RK, Yao H, Markley JL. (2014) “A New Era for the Biological Magnetic Resonance Data Bank,” XXVIth International Conference on Magnetic Resonance in Biological Systems, August 24-29 (2014).

	16. Lack JB, Carden CM, Crepeau MW, Taylor W, Corbett-Detig RB, Stevens KA, Langley CH, Pool JE (2015). “The Drosophila Genome Nexus: a population genomic resource of 623 Drosophila melanogaster genomes, including 197 from a single ancestral range population.” Genetics, Volume 199:1229-1241.

	17. Pizarro R, Richner T, Brodnick S, Thongpang S, Williams J, Van Veen BD. “Estimating cortical column sensory networks in rodents from state of the art micro-Electrocorticograph (ECoG) recordings,” NeuroImage, submitted.

	18. Kelsic, E., Zhao, J., Vetsigian, K.# & Kishony, R.#. Counteraction of antibiotic production and degradation stabilizes microbial communities. Nature 521, 516-519 (2015).

19. Erik S. Wright, Kalin H. Vestigian. DesignSignatures: a tool for designing primers that yield amplicons with distinct signatures. In review

20. Erik S. Wright, Kalin H. Vestigian. Survival of the common nearly as widespread as survival of the fittest among competing bacteria Wright, E. S. (2015). DECIPHER: harnessing local sequence context to improve protein multiple sequence alignment. BMC Bioinformatics, 1–14. http://doi.org/10.1186/s12859-015-0749-z

	21. Tian J, Keller MP, Broman AT, Kendziorski C, Yandell BS, Attie AD, Broman KW. The dissection of expression quantitative trait locus hotspots. Genetics, to appear
http://www.ncbi.nlm.nih.gov/pubmed/26837753
http://doi.org/genetics.115.183624

22. Tian J, Keller MP, Oler AT, Rabaglia ME, Schueler KL, Stapleton DS, Broman AT, Zhao W, Kendziorski C, Yandell BS, Hagenbuch B, Broman KW, Attie AD (2015) Identification of the bile acid transporter Slco1a6 as a candidate gene that broadly affects gene expression in mouse pancreatic islets. Genetics 201:1253-1262
http://www.ncbi.nlm.nih.gov/pubmed/26385979
http://doi.org/10.1534/genetics.115.179432

	23. Ericksen SS, Wildman SA, Logan PA, Feltenberger J, Konda P, Satyshur KA, Doan A, Hoffmann MF. (2015) “Virtual High-Throughput Screening Pipeline at the Small Molecule Screening and Synthesis Facility at the University of Wisconsin-Madison.” Poster Presentation. 2015 Gordon Research Conference on Computer-Aided Drug Design, June 20-21, 2015.

	24. "How much higher can HTCondor fly?"
http://iopscience.iop.org/article/10.1088/1742-6596/664/6/062014/meta

25. "Commissioning the HTCondor-CE for the Open Science Grid"
http://iopscience.iop.org/article/10.1088/1742-6596/664/6/062003/meta

	26. Boston, Nigel and Ting-Ting Nan.  "Entropy Regions and Repairing the Four-Atom Conjecture" submitted to IEEE Transactions in Information Theory

	27. Voter, C.B. and S.P. Loheide. December 15, 2015. (Oral) Changing spatial patterns of evapotranspiration and deep drainage in response to the interactions among impervious surface arrangement, soil characteristics, and weather on a residential parcel. American Geophysical Union, Fall Meeting 2015. abstract #H24F-03.

28. Loheide, S. P. and C. B. Voter. 2015. Effects of Nuanced Changes in Lot Layout and Impervious Area Connectivity on Urban Recharge: A Report to the Wisconsin Department of Natural Resources in Completion of WRI Project Number WR12R002. University of Wisconsin-Madison.

29. Voter, C. B. and S. P. Loheide. March 5, 2015. (Poster) Soil moisture and evapotranspiration as a function of distance from impervious features in residential parcels. 39th Annual Meeting of the American Water Resources Association-Wisconsin Section, Oconomowoc, WI.

30. Voter, C. B. and S. P. Loheide. March 14, 2014. (Oral) Modeling the hydrologic effects of parcel-scale changes in lot layout and impervious surface connectivity. 38th Annual Meeting of the American Water Resources Association-Wisconsin Section, Wisconsin Dells, WI.

	31. S. Ganta, B. D. Van Veen, and S. C. Hagness, “On the Computational Complexity of Polynomial Chaos Expansion for FDTD-Based Uncertainty Analyses,” IEEE International Symposium on Antennas and Propagation and North American Radio Science Meeting, Vancouver, Canada, July 2015

	32. Niu Z, Chasman D, Eisfeld AJ, Kawaoka Y, Roy S (2016) Multi-task consensus clustering of genome-wide transcriptomes from related biological conditions. Bioinformatics. pii: btw007

33. Chasman D, Walters KB, Lopes TJS, Pozorski D, Eisfeld AJ, Kawaoka Y, Roy S (Under review) Integrating transcriptomic and proteomic data with predictive regulatory network models of host response to pathogens.

34. Roy S,  Siahpirani AF, Chasman D, Knaack S, Ay F, Stewart R, Wilson M, Sridharan R (2015) A predictive modeling approach for cell line-specific long-range regulatory interactions. Nucleic Acids Research. 43(18): 8694-8712.

35. Siahpirani AF,  Roy S. (Under revision) A prior-based integrative framework for functional transcriptional regulatory network inference

	36. Oswal, U., Cox, C., Lambon Ralph, M.A., Rogers, T.T., and Nowak, R., (2016). "Brain Networks and Representational Similarity Analysis via Sparse Multitask Regression," in Proceedings of the IEEE, pending 

	37. Optimal Large-Scale Quantum State Tomography With Pauli Measurements (2015, Cai, Kim, Wang, Yuan and Zhou). To be published in Ann. Statist.

38. Wang, Y. and Xu, C. (2015). Density Matrix Estimation in Quantum Homodyne Tomography. Statistica Sinica 25, 953-973. 


[bookmark: _Toc319697870]HCC
1. Distributed Caching Using the HTCondor CacheD, Derek Weitzel et al, Proceedings of the International Conference on Parallel and Distributed Processing Techniques and Applications (PDPTA): 341-346. Athens: The Steering Committee of The World Congress in Computer Science, Computer Engineering and Applied Computing (WorldComp). (2015)  Online 

[bookmark: _Toc319697871]INTENSITY FRONTIER
1. “Identification of nuclear effects in neutrino-carbon interactions at low three-momentum transfer”, Phys. Rev. Lett. 116, 071802 (2016).

2. “Measurement of electron neutrino quasielastic and quasielastic-like scattering on hydrocarbon at average Eν of 3.6 GeV”, Phys. Rev. Lett 116, 081802 (2016).

3. “Single neutral pion production by charged-current anti-νμ interactions on hydrocarbon at average Eν of 3.6 GeV”, Phys.Lett. B749 130-136 (2015).

4. “Measurement of muon plus proton final states in νμ Interactions on Hydrocarbon at average Eν of 4.2 GeV” Phys. Rev. D91, 071301 (2015).

5. “MINERvA neutrino detector response measured with test beam data”, Nucl. Inst. Meth. A789, pp 28-42 (2015).

6. “Charged Pion Production in νμ Interactions on Hydrocarbon at average Eν of 4.0 GeV” , Phys.Rev. D92, 092008 (2015).

7. "First Measurement of Muon-Neutrino Disappearance in NOvA", e-Print: arXiv:1601.05037 [hep-ex], Submitted to Phys.Rev. D Rapid Communications (2016).

8. "First Measurement of Electron Neutrino Appearance in NOvA", e-Print:  arXiv:1601.05022 [hep-ex], Submitted to Phys.Rev.Lett (2016).

9. "Library Event Matching event classification algorithm for electron neutrino interactions in the NOvA detectors", NUCLEAR INSTRUMENTS AND METHODS A778 (2015) 31-39.
[bookmark: _Toc319697872]LIGO
1. The First Sounds of Merging Black Holes, B. P. Abbott et al, Physical Reviews Letters, January 21, 2016 Online
2. GW150914: First results from the search for binary black hole coalescence with Advanced LIGO, B. P. Abbott et al, The LIGO Scientific Collaboration, the Virgo Collaboration, Feb 11, 2016, Online
[bookmark: _Toc319697873]OSG  Open Facility 

1. Shah P, McCandlish DM, and Plotkin JB. “Contingency and entrenchment in protein evolution under purifying selection”. PNAS 112: E3226–E3235

2. Otwinoski J, McCandlish DM, Shah P, and Plotkin JB. “Identifying site-specific amino acid preferences for modeling protein evolution” (In Prep)


3. Trung Hai Nguyen and David D. L. Minh,  "Intermediate Thermodynamic States Contribute Equally to Free Energy Convergence: Demonstration with Replica Exchange.” (In preparation)

4. David D. L. Minh, “Protein-Ligand Binding Potential of Mean Force Calculations with Hamiltonian Replica Exchange on Alchemical Interaction Grids” (http://arxiv.org/pdf/1507.03703.pdf)


5. Patrick A. Reeves, Cheryl L. Bowker, Christa E. Fettig, Luke R. Tembrock, and Christopher M. Richards,  “Effect of error and missing data on population structure inference using microsatellite data” (In preparation)

6. Paul Kilgo and Jerry Tessendorf. “Accelerated path generation and  visualization for numerical integration of Feynman path integrals for radiative transfer”. Joint International Conference on Mathematics  and Computation, Supercomputing in Nuclear Applications and the Monte Carlo Method, April 2015. 
7. Paul Kilgo and Jerry Tessendorf. Toward validation of a Monte Carlo rendering technique. Special Interest Group on Graphics and Interactive Techniques, August 2015. (Poster). 

8. S.V. Chekanov, I. Pogrebnyak, D. Wilbern, Cross-platform validation and analysis environment for particle physics, arXiv:1510.06638

9. S.V.Chekanov, J.Dull. Energy range of hadronic calorimeter towers and cells for high-pT jets at a 100 TeV collider, arXiv:1510.06638
10. Kaib, Nathan A.; Chambers, John E. “The fragility of the terrestrial planets during a giant-planet instability”, Monthly Notices of the Royal Astronomical Society, Volume 455, Issue 4, p.3561-3569 (2016)

11. N. Whitehorn, T. Natoli et al,  "Millimeter Transient Point Sources in the SPTpol 100 Square Degree Survey," (to be submitted to The Astrophysical Journal). 
12. Knecht, AC, Campbell, MT, Caprez, A, Swanson, DR: Image Harvest: An open source platform for high-throughput plant image processing and analysis.  Journal of Experimental Botany. [Accepted, pending minor revision].

13. First Combined Search for Neutrino Point-Sources in the Southern Hemisphere with the ANTARES and IceCube Neutrino Telescopes ANTARES and IceCube Collaborations: S. Adrián-Martínez et al (Journal) Submitted to The Astrophysical Journal; e-print archive arXiv:1511.02149 [hep-ex], 6 November 2015, Download: [ arxiv.org ]
14. Searches for Relativistic Magnetic Monopoles in IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Submitted to European Physical Journal C; e-print archive arXiv:1511.01350 [astro-ph.HE], 4 November 2015, Download: [ arxiv.org ]

15. Search for Dark Matter Annihilation in the Galactic Center with IceCube-79, IceCube Collaboration: M. G. Aartsen et al, (Journal) European Physical Journal C75 (2015) 492; e-print archive arXiv:1505.07259 [astro-ph.HE], Download: [ link.springer.com, arxiv.org ]

16. Detection of a Type IIn Supernova in Optical Follow-up Observations of IceCube Neutrino Events, IceCube Collaboration: M. G. Aartsen et al, (Journal) Astrophysical Journal 811 (2015) 52; e-print archive arXiv:1506.03115 [astro-ph.HE], Download: [ iopscience.iop.org, arxiv.org ]

17. A Combined Maximum-Likelihood Analysis of the High-Energy Astrophysical Neutrino Flux Measured with IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Astrophysical Journal 809 (2015) 98; e-print archive arXiv:1507.03991 [astro-ph.HE], Download: [ iopscience.iop.org, arxiv.org ]

18. Evidence for Astrophysical Muon Neutrinos from the Northern Sky with IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Physical Review Letters 115 (2015) 081102; e-print archive arXiv:1507.04005 [astro-ph.HE], Download: [ journals.aps.org, arxiv.org ]

19. The IceCube Neutrino Observatory - Contributions to International Cosmic Ray Conference 2015 Part V: Neutrino Oscillations and Supernova Searches, IceCube Collaboration: M. G. Aartsen et al, (Journal) Contributions to the 34th International Cosmic Ray Conference, The Hague, The Netherlands, 30 July - 6 August 2015; e-print archive arXiv:1510.05227 [astro-ph.HE], 18 October 2015, Download: [ arxiv.org ]

20. Searches for Time Dependent Neutrino Sources with IceCube Data from 2008 to 2012, IceCube Collaboration: M. G. Aartsen et al,  (Journal) Astrophysical Journal 807 (2015) 46; e-print archive arXiv:1503.00598 [astro-ph.HE], Download: [ iopscience.iop.org, arxiv.org ]
21. Characterization of the Atmospheric Muon Flux in IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) e-print archive arXiv:1506.07981 [astro-ph.HE], 26 June 2015, Download: [ arxiv.org ]

22. Measurement of the Atmospheric  Spectrum with IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Physical Review D91 (2015) 122004; e-print archive arXiv:1504.03753 [astro-ph.HE], Download: [ journals.aps.org, arxiv.org ]

23. Searches for Small-Scale Anisotropies from Neutrino Point Sources with Three Years of IceCube Data, IceCube Collaboration: M. G. Aartsen et al, (Journal) Astroparticle Physics 66 (2015) 39-52; doi:10.1016/j.astropartphys.2015.01.001; e-print archive arXiv:1408.0634 [astro-ph.HE], Download: [ www.sciencedirect.com, arxiv.org ]

24. Search for Prompt Neutrino Emission from Gamma-Ray Bursts with IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Astrophysical Journal Letters 805 (2015) L5; e-print archive arXiv:1412.6510 [hep-ex], Download: [ arxiv.org ]

25. Determining Neutrino Oscillation Parameters from Atmospheric Muon Neutrino Disappearance with Three Years of IceCube DeepCore Data, IceCube Collaboration: M. G. Aartsen et al, (Journal) Physical Review D91 (2015) 072004; e-print archive arXiv:1410.7227 [hep-ex], Download: [ arxiv.org, journals.aps.org ]

26. Flavor Ratio of Astrophysical Neutrinos above 35 TeV in IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Physical Review Letters 114 (2015) 171102; e-print archive arXiv:1502.03376 [astro-ph.HE], Download: [ journals.aps.org, arxiv.org ]

27. Development of a General Analysis and Unfolding Scheme and its Application to Measure the Energy Spectrum of Atmospheric Neutrinos with IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) European Physical Journal C75 (2015) 116; e-print archive arXiv:1409.4535 [astro-ph.HE], Download: [ arxiv.org ]

28. Atmospheric and Astrophysical Neutrinos above 1 TeV Interacting in IceCube, IceCube Collaboration: M. G. Aartsen et al, (Journal) Physical Review D91 (2015) 022001; e-print archive arXiv:1410.1749 [astro-ph.HE], Download: [ journals.aps.org, arxiv.org ]

29. Multipole Analysis of IceCube Data to Search for Dark Matter Accumulated in the Galactic Halo, IceCube Collaboration: M. G. Aartsen et al, (Journal) The European Physical Journal C75; e-print archive arXiv:1406.6868 [astro-ph.HE], Download: [ link.springer.com, arxiv.org ]

30. The IceProd Framework: Distributed Data Processing for the IceCube Neutrino Observatory, IceCube Collaboration: M. G. Aartsen et al, (Journal) Journal of Parallel and Distributed Computing 75 (2015); e-print archive arXiv:1311.5904 [cs.DC], Download: [ www.arxiv.org, www.sciencedirect.com ]

31. Paul D. Siders, "Conformational free energy of alkylsilanes by nonequilibrium-pulling Monte Carlo simulation," Molecular Simulation, accepted September 2015. doi: 10.1080/08927022.2015.1083101 
32. Presented "Conformational free energy in a chromatographic stationary phase by nonequilibrium pulling within Gibbs-Ensemble Monte Carlo simulation" at the Virtual Conference on Computational Chemistry, University of Mauritius, August 2015. (Presentation)

33. Kjær, L. J. and E. M. Schauber. DeerLandscapeDisease: a spatially explicit individual-based model, simulating disease transmission in white-tailed deer (Odocoileus virginianus). Ecological Modelling (in prep).

34. Rob Quick, Soichi Hayashi, Samy Meroueh, Mats Rynge, Scott Teige, Bo Wang, David Xub, High Throughput Computing Group, Building a Chemical-Protein Interactome on the Open Science Grid, Proceedings of Science, (2015) http://pos.sissa.it/archive/conferences/239/024/ISGC2015_024.pdf 

[bookmark: _Toc319697874]SBGrid
1. Conesa JJ, Otón J, Chiappi M, Carazo JM, Pereiro E, Chichón FJ, Carrascosa JL  Intracellular nanoparticles mass quantification by near-edge absorption soft X-ray nanotomography.  Scientific reports  2016

2. Kryukov GV, Wilson FH, Ruth JR, Paulk J, Tsherniak A, Marlow SE, Vazquez F, Weir BA, Fitzgerald ME, Tanaka M, Bielski CM, Scott JM, Dennis C, Cowley GS, Boehm JS, Root DE, Golub TR, Clish CB, Bradner JE, Hahn WC, Garraway LA  MTAP deletion confers enhanced dependency on the PRMT5 arginine methyltransferase in cancer cells.  Science (New York, N.Y.)  2016

3. Ehsan M, Du Y, Scull NJ, Tikhonova E, Tarrasch J, Mortensen JS, Loland CJ, Skiniotis G, Guan L, Byrne B, Kobilka BK, Chae PS  Highly Branched Pentasaccharide-Bearing Amphiphiles for Membrane Protein Studies.  Journal of the American Chemical Society  2016

4. Eser BE, Zhang X, Chanani PK, Begley TP, Ealick SE  From Suicide Enzyme to Catalyst: The Iron-Dependent Sulfide Transfer in Methanococcus jannaschii Thiamin Thiazole Biosynthesis.  Journal of the American Chemical Society  2016

5. Boczek NJ, Gomez-Hurtado N, Ye D, Calvert ML, Tester DJ, Kryshtal D, Hwang HS, Johnson CN, Chazin WJ, Loporcaro CG, Shah M, Papez AL, Lau YR, Kanter R, Knollmann BC, Ackerman MJ  Spectrum and Prevalence of CALM1-, CALM2-, and CALM3-Encoded Calmodulin (CaM) Variants in Long QT Syndrome (LQTS) and Functional Characterization of a Novel LQTS-Associated CaM Missense Variant, E141G.  Circulation. Cardiovascular genetics  2016

6. Clement CC, Becerra A, Yin L, Zolla V, Huang L, Merlin S, Follenzi A, Shaffer SA, Stern LJ, Santambrogio L  The Dendritic Cell Major Histocompatibility Complex II (MHC II) Peptidome Derives from a Variety of Processing Pathways and Includes Peptides with a Broad Spectrum of HLA-DM Sensitivity.  The Journal of biological chemistry  2016

7. Knockenhauer KE, Schwartz TU  The Nuclear Pore Complex as a Flexible and Dynamic Gate.  Cell  2016

8. Poen S, Nakatani Y, Opel-Reading HK, Lassé M, Dobson RC, Krause KL  Exploring the Structure of Glutamate Racemase from Mycobacterium tuberculosis as a Template for Anti-mycobacterial Drug Discovery.  The Biochemical journal  2016

9. Chang DK, Kurella VB, Biswas S, Avnir Y, Sui J, Wang X, Sun J, Wang Y, Panditrao M, Peterson E, Tallarico A, Fernandes S, Goodall M, Zhu Q, Brown JR, Jefferis R, Marasco WA  Humanized mouse G6 anti-idiotypic monoclonal antibody has therapeutic potential against IGHV1-69 germline gene-based B-CLL.  mAbs  2016

10. Zhang X, Eser BE, Chanani PK, Begley TP, Ealick SE  Structural Basis for Iron-Mediated Sulfur Transfer in Archael and Yeast Thiazole Synthases.  Biochemistry  2016

11. Lemmon MA, Freed DM, Schlessinger J, Kiyatkin A  The Dark Side of Cell Signaling: Positive Roles for Negative Regulators.  Cell  2016

12. Wu X, Kim H, Seravalli J, Barycki JJ, Hart PJ, Gohara DW, Di Cera E, Jung WH, Kosman DJ, Lee J  Potassium and the K+/H+ Exchanger Kha1p Promote Binding of Copper to Apo-Fet3p Multi-Copper Ferroxidase.  The Journal of biological chemistry  2016

13. Bornhop DJ, Kammer MN, Kussrow A, Flowers RA, Meiler J  Origin and prediction of free-solution interaction studies performed label-free.  Proceedings of the National Academy of Sciences of the United States of America  2016

14. Jbara M, Maity SK, Morgan M, Wolberger C, Brik A  Chemical Synthesis of Phosphorylated Histone H2A at Tyr57 Reveals Insight into the Inhibition Mode of the SAGA Deubiquitinating Module.  Angewandte Chemie (International ed. in English)  2016

15. Thal DM, Sun B, Feng D, Nawaratne V, Leach K, Felder CC, Bures MG, Evans DA, Weis WI, Bachhawat P, Kobilka TS, Sexton PM, Kobilka BK, Christopoulos A  Crystal structures of the M1 and M4 muscarinic acetylcholine receptors.  Nature  2016

16. Haynes BF, Shaw GM, Korber B, Kelsoe G, Sodroski J, Hahn BH, Borrow P, McMichael AJ  HIV-Host Interactions: Implications for Vaccine Design.  Cell host & microbe  2016

17. Lin H, Ouyang H, Zhu J, Huang S, Liu Z, Chen S, Cao G, Li G, Signer RA, Xu Y, Chung C, Zhang Y, Lin D, Patel S, Wu F, Cai H, Hou J, Wen C, Jafari M, Liu X, Luo L, Zhu J, Qiu A, Hou R, Chen B, Chen J, Granet D, Heichel C, Shang F, Li X, Krawczyk M, Skowronska-Krawczyk D, Wang Y, Shi W, Chen D, Zhong Z, Zhong S, Zhang L, Chen S, Morrison SJ, Maas RL, Zhang K, Liu Y  Lens regeneration using endogenous stem cells with gain of visual function.  Nature  2016

18. Madani N, Princiotto AM, Easterhoff D, Bradley T, Luo K, Williams WB, Liao HX, Moody MA, Phad GE, Bernat NV, Melillo B, Santra S, Smith AB, Karlsson Hedestam GB, Haynes B, Sodroski J  Antibodies Elicited by Multiple Envelope Glycoprotein Immunogens in Primates Neutralize Primary Human Immunodeficiency Viruses (HIV-1) Sensitized by CD4-Mimetic Compounds.  Journal of virology  2016

19. Meyer PA, Socias S, Key J, Ransey E, Tjon EC, Buschiazzo A, Lei M, Botka C, Withrow J, Neau D, Rajashankar K, Anderson KS, Baxter RH, Blacklow SC, Boggon TJ, Bonvin AM, Borek D, Brett TJ, Caflisch A, Chang CI, Chazin WJ, Corbett KD, Cosgrove MS, Crosson S, Dhe-Paganon S, Di Cera E, Drennan CL, Eck MJ, Eichman BF, Fan QR, Ferré-D'Amaré AR, Christopher Fromme J, Garcia KC, Gaudet R, Gong P, Harrison SC, Heldwein EE, Jia Z, Keenan RJ, Kruse AC, Kvansakul M, McLellan JS, Modis Y, Nam Y, Otwinowski Z, Pai EF, Pereira PJ, Petosa C, Raman CS, Rapoport TA, Roll-Mecak A, Rosen MK, Rudenko G, Schlessinger J, Schwartz TU, Shamoo Y, Sondermann H, Tao YJ, Tolia NH, Tsodikov OV, Westover KD, Wu H, Foster I, Fraser JS, Maia FR, Gonen T, Kirchhausen T, Diederichs K, Crosas M, Sliz P  Data publication with the structural biology data grid supports live analysis.  Nature communications  2016

20. Ben Halima S, Mishra S, Raja KM, Willem M, Baici A, Simons K, Brüstle O, Koch P, Haass C, Caflisch A, Rajendran L  Specific Inhibition of β-Secretase Processing of the Alzheimer Disease Amyloid Precursor Protein.  Cell reports  2016

21. Muir KW, Kschonsak M, Li Y, Metz J, Haering CH, Panne D  Structure of the Pds5-Scc1 Complex and Implications for Cohesin Function.  Cell reports  2016

22. Li L, Park E, Ling J, Ingram J, Ploegh H, Rapoport TA  Crystal structure of a substrate-engaged SecY protein-translocation channel.  Nature  2016

23. Yin J, Babaoglu K, Brautigam CA, Clark L, Shao Z, Scheuermann TH, Harrell CM, Gotter AL, Roecker AJ, Winrow CJ, Renger JJ, Coleman PJ, Rosenbaum DM  Structure and ligand-binding mechanism of the human OX1 and OX2 orexin receptors.  Nature structural & molecular biology  2016

24. Zhao L, Wang S, Du L, Dev J, Zhou L, Liu Z, Chou JJ, OuYang B  Structural basis of interaction between the hepatitis C virus p7 channel and its blocker hexamethylene amiloride.  Protein & cell  2016

25. Gajewski S, Waddell MB, Vaithiyalingam S, Nourse A, Li Z, Woetzel N, Alexander N, Meiler J, White SW  Structure and mechanism of the phage T4 recombination mediator protein UvsY.  Proceedings of the National Academy of Sciences of the United States of America  2016

26. Deng B, Zhang F, Chen K, Wen J, Huang H, Liu W, Ye S, Wang L, Yang Y, Gong P, Jiang S  MyoD promotes porcine PPARγ gene expression through an E-box and a MyoD-binding site in the PPARγ promoter region.  Cell and tissue research  2016

27. Bertozzi C, Zimmermann I, Engeler S, Hilf RJ, Dutzler R  Signal Transduction at the Domain Interface of Prokaryotic Pentameric Ligand-Gated Ion Channels.  PLoS biology  2016

28. Zhao H, Shen A, Xiang YK, Corey DP  Three Recombinant Engineered Antibodies against Recombinant Tags with High Affinity and Specificity.  PloS one  2016

29. Stadtmueller BM, Huey-Tubman KE, López CJ, Yang Z, Hubbell WL, Bjorkman PJ  The structure and dynamics of secretory component and its interactions with polymeric immunoglobulins.  eLife  2016

30. Kel In AV, Zlatev I, Harp J, Jayaraman M, Bisbe A, O Shea J, Taneja N, Manoharan RM, Khan S, Charisse K, Maier MA, Egli M, Rajeev KG, Manoharan M  Structural Basis of Duplex Thermodynamic Stability and Enhanced Nuclease Resistance of 5'-C-Methyl Pyrimidine-Modified Oligonucleotides.  The Journal of organic chemistry  2016

31. Kirchdoerfer RN, Cottrell CA, Wang N, Pallesen J, Yassine HM, Turner HL, Corbett KS, Graham BS, McLellan JS, Ward AB  Pre-fusion structure of a human coronavirus spike protein.  Nature  2016

32. Oxenoid K, Chou JJ  A Functional NMR for Membrane Proteins: Dynamics, Ligand Binding, and Allosteric Modulation.  Protein science : a publication of the Protein Society  2016

33. Kang H, Bang I, Weis WI, Choi HJ  Purification, crystallization and initial crystallographic analysis of the α-catenin homologue HMP-1 from Caenorhabditis elegans.  Acta crystallographica. Section F, Structural biology communications  2016

34. Morgand M, Bouvin-Pley M, Plantier JC, Moreau A, Alessandri E, Simon F, Pace CS, Pancera M, Ho DD, Poignard P, Bjorkman PJ, Mouquet H, Nussenzweig MC, Kwong PD, Baty D, Chames P, Braibant M, Barin F  V1/V2 Neutralizing Epitope is Conserved in Divergent Non-M Groups of HIV-1.  Journal of acquired immune deficiency syndromes (1999)  2016

35. Mills SJ, Silvander C, Cozier G, Trésaugues L, Nordlund P, Potter BV  Crystal Structures of Type-II Inositol Polyphosphate 5-Phosphatase INPP5B with Synthetic Inositol Polyphosphate Surrogates Reveal New Mechanistic Insights for the Inositol 5-Phosphatase Family.  Biochemistry  2016

36. Csizmok V, Follis AV, Kriwacki RW, Forman-Kay JD  Dynamic Protein Interaction Networks and New Structural Paradigms in Signaling.  Chemical reviews  2016

37. Wilkinson ME, Nakatani Y, Staals RH, Kieper SN, Opel-Reading HK, McKenzie RE, Fineran PC, Krause KL  Structural plasticity and in vivo activity of Cas1 from the type I-F CRISPR-Cas system.  The Biochemical journal  2016

38. Bashari MH, Fan F, Vallet S, Sattler M, Arn M, Luckner-Minden C, Schulze-Bergkamen H, Zörnig I, Marme F, Schneeweiss A, Cardone MH, Opferman JT, Jäger D, Podar K  Mcl-1 confers protection of Her2-positive breast cancer cells to hypoxia: therapeutic implications.  Breast cancer research : BCR  2016

39. Rajagopal M, Walker S  Envelope Structures of Gram-Positive Bacteria.  Current topics in microbiology and immunology  2016

40. Lin FY, Zhu J, Eng ET, Hudson NE, Springer TA  β-Subunit Binding Is Sufficient for Ligands to Open the Integrin αIIbβ3 Headpiece.  The Journal of biological chemistry  2016

41. Schütz M, Schöppe J, Sedlák E, Hillenbrand M, Nagy-Davidescu G, Ehrenmann J, Klenk C, Egloff P, Kummer L, Plückthun A  Directed evolution of G protein-coupled receptors in yeast for higher functional production in eukaryotic expression hosts.  Scientific reports  2016

42. Jia L, Li B, Yu H  The Bub1-Plk1 kinase complex promotes spindle checkpoint signalling through Cdc20 phosphorylation.  Nature communications  2016

43. Jung S, Fischer J, Spudy B, Kerkow T, Sönnichsen FD, Xue L, Bonvin AM, Goettig P, Magdolen V, Meyer-Hoffert U, Grötzinger J  The solution structure of the kallikrein-related peptidases inhibitor SPINK6.  Biochemical and biophysical research communications  2016

44. Lucius M, Falatach R, McGlone C, Makaroff K, Danielson A, Williams C, Nix JC, Konkolewicz D, Page RC, Berberich JA  Investigating the Impact of Polymer Functional Groups on the Stability and Activity of Lysozyme-Polymer Conjugates.  Biomacromolecules  2016

45. Misasi J, Gilman MS, Kanekiyo M, Gui M, Cagigi A, Mulangu S, Corti D, Ledgerwood JE, Lanzavecchia A, Cunningham J, Muyembe-Tamfun JJ, Baxa U, Graham BS, Xiang Y, Sullivan NJ, McLellan JS  Structural and molecular basis for Ebola virus neutralization by protective human antibodies.  Science (New York, N.Y.)  2016

46. Druso JE, Endo M, Lin MJ, Peng X, Antonyak MA, Meller S, Cerione RA  An Essential Role for Cdc42 in the Functioning of the Adult Mammary Gland.  The Journal of biological chemistry  2016

47. Wojcik J, Lamontanara AJ, Grabe G, Koide A, Akin L, Gerig B, Hantschel O, Koide S  Allosteric Inhibition of Bcr-Abl Kinase by High-Affinity Monobody Inhibitors Directed to the SH2-Kinase Interface.  The Journal of biological chemistry  2016

48. Chou YY, Cuevas C, Carocci M, Stubbs SH, Ma M, Cureton DK, Chao L, Evesson F, He K, Yang PL, Whelan SP, Ross SR, Kirchhausen T, Gaudin R  Identification and characterization of a novel broad spectrum virus entry inhibitor.  Journal of virology  2016

49. Hutin S, Ling WL, Round A, Effantin G, Reich S, Iseni F, Tarbouriech N, Schoehn G, Burmeister WP  Domain organization of vaccinia virus helicase-primase D5.  Journal of virology  2016

50. Pelz NF, Bian Z, Zhao B, Shaw S, Tarr JC, Belmar J, Gregg C, Camper DV, Goodwin CM, Arnold AL, Sensintaffar JL, Friberg A, Rossanese OW, Lee T, Olejniczak ET, Fesik SW  Discovery of 2-Indole-acylsulfonamide Myeloid Cell Leukemia 1 (Mcl-1) Inhibitors Using Fragment-Based Methods.  Journal of medicinal chemistry  2016

51. Jung B, Padula D, Burtscher I, Landerer C, Lutter D, Theis F, Messias AC, Geerlof A, Sattler M, Kremmer E, Boldt K, Ueffing M, Lickert H  Pitchfork and Gprasp2 Target Smoothened to the Primary Cilium for Hedgehog Pathway Activation.  PloS one  2016

52. Zwerger M, Eibauer M, Medalia O  Insights into the gate and scaffold of the nuclear pore complex.  Nucleus (Austin, Tex.)  2016

53. Khabibullin A, Bhangaonkar K, Mahoney C, Lu Z, Schmitt M, Sekizkardes AK, Bockstaller MR, Matyjaszewski K  Grafting PMMA Brushes from α-Alumina Nanoparticles via SI-ATRP.  ACS applied materials & interfaces  2016

54. Squarr AJ, Brinkmann K, Chen B, Steinbacher T, Ebnet K, Rosen MK, Bogdan S  Fat2 acts through the WAVE regulatory complex to drive collective cell migration during tissue rotation.  The Journal of cell biology  2016

55. Steele Gray C, Khan AI, Kuluski K, McKillop I, Sharpe S, Bierman AS, Lyons RF, Cott C  Improving Patient Experience and Primary Care Quality for Patients With Complex Chronic Disease Using the Electronic Patient-Reported Outcomes Tool: Adopting Qualitative Methods Into a User-Centered Design Approach.  JMIR research protocols  2016

56. Fouts DE, Matthias MA, Adhikarla H, Adler B, Amorim-Santos L, Berg DE, Bulach D, Buschiazzo A, Chang YF, Galloway RL, Haake DA, Haft DH, Hartskeerl R, Ko AI, Levett PN, Matsunaga J, Mechaly AE, Monk JM, Nascimento AL, Nelson KE, Palsson B, Peacock SJ, Picardeau M, Ricaldi JN, Thaipandungpanit J, Wunder EA, Yang XF, Zhang JJ, Vinetz JM  What Makes a Bacterial Species Pathogenic?:Comparative Genomic Analysis of the Genus Leptospira.  PLoS neglected tropical diseases  2016

57. Klenk C, Ehrenmann J, Schütz M, Plückthun A  A generic selection system for improved expression and thermostability of G protein-coupled receptors by directed evolution.  Scientific reports  2016

58. Clark L, Zahm JA, Ali R, Kukula M, Bian L, Patrie SM, Gardner KH, Rosen MK, Rosenbaum DM  Erratum to: Methyl labeling and TROSY NMR spectroscopy of proteins expressed in the eukaryote Pichia pastoris.  Journal of biomolecular NMR  2016

59. Singh G, Zhang J, Ma Y, Cerione RA, Antonyak MA  The Different Conformational States of Tissue Transglutaminase Have Opposing Affects on Cell Viability.  The Journal of biological chemistry  2016

60. Fu Q, Fu TM, Cruz AC, Sengupta P, Thomas SK, Wang S, Siegel RM, Wu H, Chou JJ  Structural Basis and Functional Role of Intramembrane Trimerization of the Fas/CD95 Death Receptor.  Molecular cell  2016

61. Yu H  Magic Acts with the Cohesin Ring.  Molecular cell  2016

62. Avnir Y, Watson CT, Glanville J, Peterson EC, Tallarico AS, Bennett AS, Qin K, Fu Y, Huang CY, Beigel JH, Breden F, Zhu Q, Marasco WA  IGHV1-69 polymorphism modulates anti-influenza antibody repertoires, correlates with IGHV utilization shifts and varies by ethnicity.  Scientific reports  2016

63. Richards MJ, Hsia CY, Singh RR, Haider H, Kumpf J, Kawate T, Daniel S  Membrane Protein Mobility and Orientation Preserved in Supported Bilayers Created Directly from Cell Plasma Membrane Blebs.  Langmuir : the ACS journal of surfaces and colloids  2016

64. Nishikawa JL, Boeszoermenyi A, Vale-Silva LA, Torelli R, Posteraro B, Sohn YJ, Ji F, Gelev V, Sanglard D, Sanguinetti M, Sadreyev RI, Mukherjee G, Bhyravabhotla J, Buhrlage SJ, Gray NS, Wagner G, Näär AM, Arthanari H  Inhibiting fungal multidrug resistance by disrupting an activator-Mediator interaction.  Nature  2016

65. Badu-Nkansah A, Mason AC, Eichman BF, Cortez D  Identification of a Substrate Recognition Domain in the Replication Stress Response Protein Zinc Finger Ran-binding Domain Containing Protein 3 (ZRANB3).  The Journal of biological chemistry  2016

66. Medovoy D, Perozo E, Roux B  Multi-ion free energy landscapes underscore the microscopic mechanism of ion selectivity in the KcsA channel.  Biochimica et biophysica acta  2016

67. Chen X, D'Arcy S, Radebaugh CA, Krzizike DD, Giebler HA, Huang L, Nyborg JK, Luger K, Stargell LA  The histone chaperone Nap1 is a major regulator of histone H2A-H2B dynamics at the inducible GAL locus.  Molecular and cellular biology  2016

68. Chen Y, Seepersaud R, Bensing BA, Sullam PM, Rapoport TA  Mechanism of a cytosolic O-glycosyltransferase essential for the synthesis of a bacterial adhesion protein.  Proceedings of the National Academy of Sciences of the United States of America  2016

69. Lin SY, Vollrath MA, Mangosing S, Shen J, Cardenas E, Corey DP  The zebrafish pinball wizard gene encodes WRB, a tail-anchored-protein receptor essential for inner-ear hair cells and retinal photoreceptors.  The Journal of physiology  2016

70. Vilarinho S, Sari S, Yilmaz G, Stiegler AL, Boggon TJ, Jain D, Akyol G, Dalgic B, Günel M, Lifton RP  Recurrent Recessive Mutation in DGUOK Causes Idiopathic Non-Cirrhotic Portal Hypertension.  Hepatology (Baltimore, Md.)  2016

71. Zhan X, Stoy H, Kaoud TS, Perry NA, Chen Q, Perez A, Els-Heindl S, Slagis JV, Iverson TM, Beck-Sickinger AG, Gurevich EV, Dalby KN, Gurevich VV  Peptide mini-scaffold facilitates JNK3 activation in cells.  Scientific reports  2016

72. Basanta B, Chan KK, Barth P, King T, Hinshaw JR, Sosnick TR, Liu G, Everett J, Xiao R, Montelione GT, Baker D  Introduction of a polar core into the de novo designed protein Top7.  Protein science : a publication of the Protein Society  2016

73. Matthies D, Dalmas O, Borgnia MJ, Dominik PK, Merk A, Rao P, Reddy BG, Islam S, Bartesaghi A, Perozo E, Subramaniam S  Cryo-EM Structures of the Magnesium Channel CorA Reveal Symmetry Break upon Gating.  Cell  2016

74. Liu CL, Wemmelund H, Wang Y, Liao M, Lindholt JS, Johnsen SP, Vestergaard H, Fernandes C, Sukhova GK, Cheng X, Zhang JY, Yang C, Huang X, Daugherty A, Levy BD, Libby P, Shi GP  Asthma Associates With Human Abdominal Aortic Aneurysm and Rupture.  Arteriosclerosis, thrombosis, and vascular biology  2016

75. Schlebach JP, Barrett PJ, Day CA, Kim JH, Kenworthy AK, Sanders CR  Topologically Diverse Human Membrane Proteins Partition to Liquid-Disordered Domains in Phase-Separated Lipid Vesicles.  Biochemistry  2016

76. Edwards MR, Liu G, Mire CE, Sureshchandra S, Luthra P, Yen B, Shabman RS, Leung DW, Messaoudi I, Geisbert TW, Amarasinghe GK, Basler CF  Differential Regulation of Interferon Responses by Ebola and Marburg Virus VP35 Proteins.  Cell reports  2016

77. Valenstein ML, Roll-Mecak A  Graded Control of Microtubule Severing by Tubulin Glutamylation.  Cell  2016

78. Kobashigawa Y, Amano S, Yoza K, Himeno R, Amemiya S, Morioka H, Yokogawa M, Kumeta H, Schlessinger J, Inagaki F  Nuclear magnetic resonance analysis of the conformational state of cancer mutant of fibroblast growth factor receptor 1 tyrosine kinase domain.  Genes to cells : devoted to molecular & cellular mechanisms  2016

79. Nuñez JK, Harrington LB, Doudna JA  Chemical and Biophysical Modulation of Cas9 for Tunable Genome Engineering.  ACS chemical biology  2016

80. Hattori T, Lai D, Dementieva IS, Montaño SP, Kurosawa K, Zheng Y, Akin LR, Świst-Rosowska KM, Grzybowski AT, Koide A, Krajewski K, Strahl BD, Kelleher NL, Ruthenburg AJ, Koide S  Antigen clasping by two antigen-binding sites of an exceptionally specific antibody for histone methylation.  Proceedings of the National Academy of Sciences of the United States of America  2016

81. Zhang S, Gu H, Chen H, Strong E, Ollie EW, Kellerman D, Liang D, Miyagi M, Anderson VE, Piccirilli JA, York DM, Harris ME  Isotope effect analyses provide evidence for an altered transition state for RNA 2'-O-transphosphorylation catalyzed by Zn(2.)  Chemical communications (Cambridge, England)  2016

82. Debler EW, Jain K, Warmack RA, Feng Y, Clarke SG, Blobel G, Stavropoulos P  A glutamate/aspartate switch controls product specificity in a protein arginine methyltransferase.  Proceedings of the National Academy of Sciences of the United States of America  2016

83. Herrou J, Czyż DM, Willett JW, Kim HS, Chhor G, Babnigg G, Kim Y, Crosson S  WrpA is an atypical flavodoxin-family protein under regulatory control of the Brucella abortus general stress response system.  Journal of bacteriology  2016

84. Reyes-Robles T, Lubkin A, Alonzo F, Lacy DB, Torres VJ  Exploiting dominant-negative toxins to combat Staphylococcus aureus pathogenesis.  EMBO reports  2016

85. Li S, Yang Z, Du X, Liu R, Wilkinson AW, Gozani O, Jacobsen SE, Patel DJ, Du J  Structural Basis for the Unique Multivalent Readout of Unmodified H3 Tail by Arabidopsis ORC1b BAH-PHD Cassette.  Structure (London, England : 1993)  2016

86. Zhao ZM, Zhao B, Bai Y, Iamarino A, Gaffney SG, Schlessinger J, Lifton RP, Rimm DL, Townsend JP  Early and multiple origins of metastatic lineages within primary tumors.  Proceedings of the National Academy of Sciences of the United States of America  2016

87. Buser R, Kellner V, Melnik A, Wilson-Zbinden C, Schellhaas R, Kastner L, Piwko W, Dees M, Picotti P, Maric M, Labib K, Luke B, Peter M  The Replisome-Coupled E3 Ubiquitin Ligase Rtt101Mms22 Counteracts Mrc1 Function to Tolerate Genotoxic Stress.  PLoS genetics  2016

88. Sohn J, Hur S  Filament assemblies in foreign nucleic acid sensors.  Current opinion in structural biology  2016

89. Dellinger TH, Smith DD, Ouyang C, Warden CD, Williams JC, Han ES  L1CAM is an independent predictor of poor survival in endometrial cancer - An analysis of The Cancer Genome Atlas (TCGA).  Gynecologic oncology  2016

90. Chen PY, Wittenborn EC, Drennan CL  Waltzing around cofactors.  eLife  2016

91. Maklashina E, Rajagukguk S, Starbird CA, McDonald WH, Koganitsky A, Eisenbach M, Iverson TM, Cecchini G  Binding of the Covalent Flavin Assembly Factor to the Flavoprotein Subunit of Complex II.  The Journal of biological chemistry  2016

92. Li B, Mendenhall J, Nguyen ED, Weiner BE, Fischer AW, Meiler J  Accurate Prediction of Contact Numbers for Multi-Spanning Helical Membrane Proteins.  Journal of chemical information and modeling  2016

93. Cimermancic P, Weinkam P, Rettenmaier TJ, Bichmann L, Keedy DA, Woldeyes RA, Schneidman-Duhovny D, Demerdash ON, Mitchell JC, Wells JA, Fraser JS, Sali A  CryptoSite: Expanding the Druggable Proteome by Characterization and Prediction of Cryptic Binding Sites.  Journal of molecular biology  2016

94. Eichmann C, Campioni S, Kowal J, Maslennikov I, Gerez J, Liu X, Verasdonck J, Nespovitaya N, Choe S, Meier B, Picotti P, Rizo J, Stahlberg H, Riek R  Preparation and Characterization of Stable α-Synuclein Lipoprotein Particles.  The Journal of biological chemistry  2016

95. Schlundt A, Niessing D, Heissmeyer V, Sattler M  RNA recognition by Roquin in posttranscriptional gene regulation.  Wiley interdisciplinary reviews. RNA  2016

96. Saint-André V, Federation AJ, Lin CY, Abraham BJ, Reddy J, Lee TI, Bradner JE, Young RA  Models of human core transcriptional regulatory circuitries.  Genome research  2016

97. Lorenz S, Bhattacharyya M, Feiler C, Rape M, Kuriyan J  Crystal Structure of a Ube2S-Ubiquitin Conjugate.  PloS one  2016

98. Dominik PK, Borowska MT, Dalmas O, Kim SS, Perozo E, Keenan RJ, Kossiakoff AA  Conformational Chaperones for Structural Studies of Membrane Proteins Using Antibody Phage Display with Nanodiscs.  Structure (London, England : 1993)  2016

99. Drier Y, Cotton MJ, Williamson KE, Gillespie SM, Ryan RJ, Kluk MJ, Carey CD, Rodig SJ, Sholl LM, Afrogheh AH, Faquin WC, Queimado L, Qi J, Wick MJ, El-Naggar AK, Bradner JE, Moskaluk CA, Aster JC, Knoechel B, Bernstein BE  An oncogenic MYB feedback loop drives alternate cell fates in adenoid cystic carcinoma.  Nature genetics  2016

100. Bensing BA, Loukachevitch LV, McCulloch KM, Yu H, Vann KR, Wawrzak Z, Anderson S, Chen X, Sullam PM, Iverson TM  Structural Basis for Sialoglycan Binding by the Streptococcus sanguinis SrpA Adhesin.  The Journal of biological chemistry  2016

101. Mendenhall J, Meiler J  Improving quantitative structure-activity relationship models using Artificial Neural Networks trained with dropout.  Journal of computer-aided molecular design  2016

102. Derler I, Jardin I, Stathopulos PB, Muik M, Fahrner M, Zayats V, Pandey SK, Poteser M, Lackner B, Absolonova M, Schindl R, Groschner K, Ettrich R, Ikura M, Romanin C  Cholesterol modulates Orai1 channel function.  Science signaling  2016

103. Bush M, Setiaputra D, Yip CK, Molday RS  Cog-Wheel Octameric Structure of RS1, the Discoidin Domain Containing Retinal Protein Associated with X-Linked Retinoschisis.  PloS one  2016

104. McDonald NA, Takizawa Y, Feoktistova A, Xu P, Ohi MD, Vander Kooi CW, Gould KL  The Tubulation Activity of a Fission Yeast F-BAR Protein Is Dispensable for Its Function in Cytokinesis.  Cell reports  2016

105. Jomaa A, Boehringer D, Leibundgut M, Ban N  Structures of the E. coli translating ribosome with SRP and its receptor and with the translocon.  Nature communications  2016

106. Liu X, Mao K, Yu AY, Omairi-Nasser A, Austin J, Glick BS, Yip CK, Klionsky DJ  The Atg17-Atg31-Atg29 Complex Coordinates with Atg11 to Recruit the Vam7 SNARE and Mediate Autophagosome-Vacuole Fusion.  Current biology : CB  2016

107. Craney A, Kelly A, Jia L, Fedrigo I, Yu H, Rape M  Control of APC/C-dependent ubiquitin chain elongation by reversible phosphorylation.  Proceedings of the National Academy of Sciences of the United States of America  2016

108. Carpio MA, Michaud M, Zhou W, Fisher JK, Walensky LD, Katz SG  Reply to Fernandez-Marrero et al.: Role of BOK at the intersection of endoplasmic reticulum stress and apoptosis regulation.  Proceedings of the National Academy of Sciences of the United States of America  2016

109. Hu H, Qian K, Ho MC, Zheng YG  Small Molecule Inhibitors of Protein Arginine Methyltransferases.  Expert opinion on investigational drugs  2016

110. Oldham ML, Hite RK, Steffen AM, Damko E, Li Z, Walz T, Chen J  A mechanism of viral immune evasion revealed by cryo-EM analysis of the TAP transporter.  Nature  2016

111. Blower TR, Williamson BH, Kerns RJ, Berger JM  Crystal structure and stability of gyrase-fluoroquinolone cleaved complexes from Mycobacterium tuberculosis.  Proceedings of the National Academy of Sciences of the United States of America  2016

112. Mori S, Simkhada D, Zhang H, Erb MS, Zhang Y, Williams H, Fedoseyenko D, Russell WK, Kim D, Fleer N, Ealick SE, Watanabe CM  Polyketide Ring Expansion Mediated by a Thioesterase, Chain Elongation and Cyclization Domain, in Azinomycin Biosynthesis: Characterization of AziB and AziG.  Biochemistry  2016

113. Morgen M, Jöst C, Malz M, Janowski R, Niessing D, Klein CD, Gunkel N, Miller AK  Spiroepoxytriazoles Are Fumagillin-like Irreversible Inhibitors of MetAP2 with Potent Cellular Activity.  ACS chemical biology  2016

114. Aoki ST, Kershner AM, Bingman CA, Wickens M, Kimble J  PGL germ granule assembly protein is a base-specific, single-stranded RNase.  Proceedings of the National Academy of Sciences of the United States of America  2016

115. Greco G, Ferket BS, D'Alessandro DA, Shi W, Horvath KA, Rosen A, Welsh S, Bagiella E, Neill AE, Williams DL, Greenberg A, Browndyke JN, Gillinov AM, Mayer ML, Keim-Malpass J, Gupta LS, Hohmann SF, Gelijns AC, O'Gara PT, Moskowitz AJ  Diabetes and the Association of Postoperative Hyperglycemia With Clinical and Economic Outcomes in Cardiac Surgery.  Diabetes care  2016

116. Dastvan R, Fischer AW, Mishra S, Meiler J, Mchaourab HS  Protonation-dependent conformational dynamics of the multidrug transporter EmrE.  Proceedings of the National Academy of Sciences of the United States of America  2016

117. Irobalieva RN, Martins B, Medalia O  Cellular structural biology as revealed by cryo-electron tomography.  Journal of cell science  2016

118. Lim SM, Yeung K, Trésaugues L, Ling TH, Nordlund P  The structure and catalytic mechanism of Human Sphingomyelin Phosphodiesterase like 3a - an acid sphingomyelinase homolog with a novel nucleotide hydrolase activity.  The FEBS journal  2016

119. Fan R, Wang Y, Yan Q, Ding Y, Weeks DE, Lu Z, Ren H, Cook RJ, Xiong M, Swaroop A, Chew EY, Chen W  Gene-Based Association Analysis for Censored Traits Via Fixed Effect Functional Regressions.  Genetic epidemiology  2016

120. Chan AY, Punwani D, Kadlecek TA, Cowan MJ, Olson JL, Mathes EF, Sunderam U, Man Fu S, Srinivasan R, Kuriyan J, Brenner SE, Weiss A, Puck JM  A novel human autoimmune syndrome caused by combined hypomorphic and activating mutations in ZAP-70.  The Journal of experimental medicine  2016

121. Richardson BC, Halaby SL, Gustafson MA, Fromme JC  The Sec7 N-terminal regulatory domains facilitate membrane-proximal activation of the Arf1 GTPase.  eLife  2016

122. Frick-Cheng AE, Pyburn TM, Voss BJ, McDonald WH, Ohi MD, Cover TL  Molecular and Structural Analysis of the Helicobacter pylori cag Type IV Secretion System Core Complex.  mBio  2016

123. Feracci M, Foot JN, Grellscheid SN, Danilenko M, Stehle R, Gonchar O, Kang HS, Dalgliesh C, Meyer NH, Liu Y, Lahat A, Sattler M, Eperon IC, Elliott DJ, Dominguez C  Structural basis of RNA recognition and dimerization by the STAR proteins T-STAR and Sam68.  Nature communications  2016

124. Marcotte R, Sayad A, Brown KR, Sanchez-Garcia F, Reimand J, Haider M, Virtanen C, Bradner JE, Bader GD, Mills GB, Pe'er D, Moffat J, Neel BG  Functional Genomic Landscape of Human Breast Cancer Drivers, Vulnerabilities, and Resistance.  Cell  2016

125. Wright AV, Nuñez JK, Doudna JA  Biology and Applications of CRISPR Systems: Harnessing Nature's Toolbox for Genome Engineering.  Cell  2016

126. Lee S, Kopp F, Chang TC, Sataluri A, Chen B, Sivakumar S, Yu H, Xie Y, Mendell JT  Noncoding RNA NORAD Regulates Genomic Stability by Sequestering PUMILIO Proteins.  Cell  2016

127. Greber BJ, Gerhardy S, Leitner A, Leibundgut M, Salem M, Boehringer D, Leulliot N, Aebersold R, Panse VG, Ban N  Insertion of the Biogenesis Factor Rei1 Probes the Ribosomal Tunnel during 60S Maturation.  Cell  2016

128. Quistgaard EM, Löw C, Guettou F, Nordlund P  Understanding transport by the major facilitator superfamily (MFS): structures pave the way.  Nature reviews. Molecular cell biology  2016

129. Zimanyi CM, Chen PY, Kang G, Funk MA, Drennan CL  Molecular basis for allosteric specificity regulation in class Ia ribonucleotide reductase from Escherichia coli.  eLife  2016

130. Strauss M, Schotte L, Thys B, Filman DJ, Hogle JM  Five of five VHHs neutralizing poliovirus bind the receptor-binding site.  Journal of virology  2016

131. Salinas ND, Tolia NH  Red cell receptors as access points for malaria infection.  Current opinion in hematology  2016

132. Niewoehner O, Jinek M  Structural basis for the endoribonuclease activity of the type III-A CRISPR-associated protein Csm6.  RNA (New York, N.Y.)  2016

133. Drake EJ, Miller BR, Shi C, Tarrasch JT, Sundlov JA, Allen CL, Skiniotis G, Aldrich CC, Gulick AM  Structures of two distinct conformations of holo-non-ribosomal peptide synthetases.  Nature  2016

134. Zlatev I, Foster DJ, Liu J, Charisse K, Brigham B, Parmar RG, Jadhav V, Maier MA, Rajeev KG, Egli M, Manoharan M  5'-C-Malonyl RNA: Small Interfering RNAs Modified with 5'-Monophosphate Bioisostere Demonstrate Gene Silencing Activity.  ACS chemical biology  2016

135. Tofanelli MA, Ni TW, Phillips BD, Ackerson CJ  Crystal Structure of the PdAu24(SR)18(0) Superatom.  Inorganic chemistry  2016

136. Pozzi N, Chen Z, Di Cera E  How the Linker Connecting the Two Kringles Influences Activation and Conformational Plasticity of Prothrombin.  The Journal of biological chemistry  2016

137. White AE, Hieb AR, Luger K  A quantitative investigation of linker histone interactions with nucleosomes and chromatin.  Scientific reports  2016

138. Liu S, Feng J, Luo J, Yang P, Brett TJ, Hu H  Eact, a small molecule activator of TMEM16A, activates TRPV1 and elicits pain- and itch-related behaviors.  British journal of pharmacology  2016

139. Frazier MN, Davies AK, Voehler M, Kendall AK, Borner GH, Chazin WJ, Robinson MS, Jackson LP  Molecular basis for the interaction between Adaptor Protein Complex 4 (AP4) β4 and its accessory protein, tepsin.  Traffic (Copenhagen, Denmark)  2016

140. Roderer D, Benke S, Schuler B, Glockshuber R  Soluble oligomers of the pore-forming toxin Cytolysin A from Escherichia coli are off-pathway products of pore assembly.  The Journal of biological chemistry  2016

141. Roy S, Ly D, Castro CD, Li NS, Hawk AJ, Altman JD, Meredith SC, Piccirilli JA, Moody DB, Adams EJ  Molecular Analysis of Lipid-Reactive Vδ1 γδ T Cells Identified by CD1c Tetramers.  Journal of immunology (Baltimore, Md. : 1950)  2016

142. Michalski K, Kawate T  Carbenoxolone inhibits Pannexin1 channels through interactions in the first extracellular loop.  The Journal of general physiology  2016

143. Quesada-Gómez C, López-Ureña D, Chumbler N, Kroh HK, Castro-Peña C, Rodríguez C, Orozco-Aguilar J, González-Camacho S, Rucavado A, Guzmán-Verri C, Lawley TD, Lacy DB, Chaves-Olarte E  Analysis of TcdBs within the hypervirulent clade 2 reveals an impact of RhoA glucosylation in Clostridium difficile pro inflammatory activities.  Infection and immunity  2016

144. Patrone JD, Pelz NF, Bates BS, Souza-Fagundes EM, Vangamudi B, Camper DV, Kuznetsov AG, Browning CF, Feldkamp MD, Frank AO, Gilston BA, Olejniczak ET, Rossanese OW, Waterson AG, Chazin WJ, Fesik SW  Identification and Optimization of Anthranilic Acid Based Inhibitors of Replication Protein A.  ChemMedChem  2016

145. Floor SN, Doudna JA  Tunable protein synthesis by transcript isoforms in human cells.  eLife  2016

146. Gupta P, Liu B, Klepacki D, Gupta V, Schulten K, Mankin AS, Vázquez-Laslop N  Nascent peptide assists the ribosome in recognizing chemically distinct small molecules.  Nature chemical biology  2016

147. Viegas A, Viennet T, Yu TY, Schumann F, Bermel W, Wagner G, Etzkorn M  UTOPIA NMR: activating unexploited magnetization using interleaved low-gamma detection.  Journal of biomolecular NMR  2016

148. Jones TD, Carter PJ, Plückthun A, Vásquez M, Holgate RG, Hötzel I, Popplewell AG, Parren PW, Enzelberger M, Rademaker HJ, Clark MR, Lowe DC, Dahiyat BI, Smith V, Lambert JM, Wu H, Reilly M, Haurum JS, Dübel S, Huston JS, Schirrmann T, Janssen RA, Steegmaier M, Gross JA, Bradbury AR, Burton DR, Dimitrov DS, Chester KA, Glennie MJ, Davies J, Walker A, Martin S, McCafferty J, Baker MP  The INNs and outs of antibody nonproprietary names.  mAbs  2016

149. Dashti H, Tonelli M, Lee W, Westler WM, Cornilescu G, Ulrich EL, Markley JL  Probabilistic validation of protein NMR chemical shift assignments.  Journal of biomolecular NMR  2016

150. Sliwoski G, Mendenhall J, Meiler J  Autocorrelation descriptor improvements for QSAR: 2DA_Sign and 3DA_Sign.  Journal of computer-aided molecular design  2015

151. Jang H, Banerjee A, Chavan TS, Lu S, Zhang J, Gaponenko V, Nussinov R  The higher level of complexity of K-Ras4B activation at the membrane.  FASEB journal : official publication of the Federation of American Societies for Experimental Biology  2015

152. Cheng C, Pancera M, Bossert A, Schmidt SD, Chen R, Chen X, Druz A, Narpala S, Doria-Rose NA, McDermott AB, Kwong PD, Mascola JR  Immunogenicity of a Prefusion HIV-1-Envelope Trimer in Complex with a Quaternary-Specific Antibody.  Journal of virology  2015

153. Reshetnyak AV, Murray PB, Shi X, Mo ES, Mohanty J, Tome F, Bai H, Gunel M, Lax I, Schlessinger J  Augmentor α and β (FAM150) are ligands of the receptor tyrosine kinases ALK and LTK: Hierarchy and specificity of ligand-receptor interactions.  Proceedings of the National Academy of Sciences of the United States of America  2015

154. Zhang P, Rayment I, Gilbert SP  Kinesin-2 KIF3AC: Fast or Slow Either Head Can Start the Processive Run.  The Journal of biological chemistry  2015

155. Gibson MI, Chen PY, Johnson AC, Pierce E, Can M, Ragsdale SW, Drennan CL  One-carbon chemistry of oxalate oxidoreductase captured by X-ray crystallography.  Proceedings of the National Academy of Sciences of the United States of America  2015

156. Matsuyama BY, Krasteva PV, Baraquet C, Harwood CS, Sondermann H, Navarro MV  Mechanistic insights into c-di-GMP-dependent control of the biofilm regulator FleQ from Pseudomonas aeruginosa.  Proceedings of the National Academy of Sciences of the United States of America  2015

157. Wong JJ, Paterson RG, Lamb RA, Jardetzky TS  Structure and stabilization of the Hendra virus F glycoprotein in its prefusion form.  Proceedings of the National Academy of Sciences of the United States of America  2015

158. Doudna JA, Gersbach CA  Genome editing: the end of the beginning.  Genome biology  2015

159. Walker JA, Takasuka TE, Deng K, Bianchetti CM, Udell HS, Prom BM, Kim H, Adams PD, Northen TR, Fox BG  Multifunctional cellulase catalysis targeted by fusion to different carbohydrate-binding modules.  Biotechnology for biofuels  2015

160. Deplazes E, Davies J, Bonvin AM, King GF, Mark AE  Combination of Ambiguous and Unambiguous Data in the Restraint-driven Docking of Flexible Peptides with HADDOCK: The Binding of the Spider Toxin PcTx1 to the Acid Sensing Ion Channel (ASIC) 1a.  Journal of chemical information and modeling  2015

161. Lee W, Schaefer K, Qiao Y, Srisuknimit V, Steinmetz H, Müller R, Kahne D, Walker S  The Mechanism of Action of Lysobactin.  Journal of the American Chemical Society  2015

162. Girotto G, Scheffer DI, Morgan A, Vozzi D, Rubinato E, Di Stazio M, Muzzi E, Pensiero S, Giersch AB, Corey DP, Gasparini P  PSIP1/LEDGF: a new gene likely involved in sensorineural progressive hearing loss.  Scientific reports  2015

163. Singarapu KK, Tonelli M, Markley JL, Assadi-Porter FM  Structure-function relationships of brazzein variants with altered interactions with the human sweet taste receptor.  Protein science : a publication of the Protein Society  2015

164. Park S, Bin NR, Michael Rajah M, Kim B, Chou TC, Kang SY, Sugita K, Parsaud L, Smith M, Monnier PP, Ikura M, Zhen M, Sugita S  Conformational states of syntaxin-1 govern the necessity of N-peptide binding in exocytosis of PC12 cells and Caenorhabditis elegans.  Molecular biology of the cell  2015

165. Hou C, Tsodikov OV  Structural Basis for Dimerization and DNA Binding of Transcription Factor FLI1.  Biochemistry  2015

166. Quintana A, Rajanikanth V, Farber-Katz S, Gudlur A, Zhang C, Jing J, Zhou Y, Rao A, Hogan PG  TMEM110 regulates the maintenance and remodeling of mammalian ER-plasma membrane junctions competent for STIM-ORAI signaling.  Proceedings of the National Academy of Sciences of the United States of America  2015

167. Pagnier A, Martin L, Zeppieri L, Nicolet Y, Fontecilla-Camps JC  CO and CN- syntheses by [FeFe]-hydrogenase maturase HydG are catalytically differentiated events.  Proceedings of the National Academy of Sciences of the United States of America  2015

168. Politica DA, Malik CK, Basu AK, Stone MP  Base-Displaced Intercalated Structure of the N-(2'-Deoxyguanosin-8-yl)-3-aminobenzanthrone DNA Adduct.  Chemical research in toxicology  2015

169. Gorman J, Soto C, Yang MM, Davenport TM, Guttman M, Bailer RT, Chambers M, Chuang GY, DeKosky BJ, Doria-Rose NA, Druz A, Ernandes MJ, Georgiev IS, Jarosinski MC, Joyce MG, Lemmin TM, Leung S, Louder MK, McDaniel JR, Narpala S, Pancera M, Stuckey J, Wu X, Yang Y, Zhang B, Zhou T, Program NC, Mullikin JC, Baxa U, Georgiou G, McDermott AB, Bonsignori M, Haynes BF, Moore PL, Morris L, Lee KK, Shapiro L, Mascola JR, Kwong PD  Structures of HIV-1 Env V1V2 with broadly neutralizing antibodies reveal commonalities that enable vaccine design.  Nature structural & molecular biology  2015

170. Deng B, Yu T, Liu W, Ye SQ, Wang LX, Yang Y, Gong P, Ran ZP, Huang HJ, Wen JH  Identification of genes and pathways related to lipopolysaccharide signaling in duckling spleens.  Genetics and molecular research : GMR  2015

171. McGrath AP, Laming EL, Casas Garcia GP, Kvansakul M, Guss JM, Trewhella J, Calmes B, Bernhardt PV, Hanson GR, Kappler U, Maher MJ  Structural basis of interprotein electron transfer in bacterial sulfite oxidation.  eLife  2015

172. McCullough J, Clippinger AK, Talledge N, Skowyra ML, Saunders MG, Naismith TV, Colf LA, Afonine P, Arthur C, Sundquist WI, Hanson PI, Frost A  Structure and membrane remodeling activity of ESCRT-III helical polymers.  Science (New York, N.Y.)  2015

173. Dahlstrom KM, Giglio KM, Collins AJ, Sondermann H, O'Toole GA  Contribution of Physical Interactions to Signaling Specificity between a Diguanylate Cyclase and Its Effector.  mBio  2015

174. Aylett CH, Sauer E, Imseng S, Boehringer D, Hall MN, Ban N, Maier T  Architecture of human mTOR complex 1.  Science (New York, N.Y.)  2015

175. O'Flaherty DK, Guengerich FP, Egli M, Wilds CJ  Backbone Flexibility Influences Nucleotide Incorporation by Human Translesion DNA Polymerase η opposite Intrastrand Cross-Linked DNA.  Biochemistry  2015

176. Spatzal T, Perez KA, Howard JB, Rees DC  Catalysis-dependent selenium incorporation and migration in the nitrogenase active site iron-molybdenum cofactor.  eLife  2015

177. Anosova I, Kowal EA, Dunn MR, Chaput JC, Van Horn WD, Egli M  The structural diversity of artificial genetic polymers.  Nucleic acids research  2015

178. Tang S, Henne WM, Borbat PP, Buchkovich NJ, Freed JH, Mao Y, Fromme JC, Emr SD  Structural basis for activation, assembly and membrane binding of ESCRT-III Snf7 filaments.  eLife  2015

179. Brettmann JB, Urusova D, Tonelli M, Silva JR, Henzler-Wildman KA  Role of protein dynamics in ion selectivity and allosteric coupling in the NaK channel.  Proceedings of the National Academy of Sciences of the United States of America  2015

180. Didychuk AL, Montemayor EJ, Brow DA, Butcher SE  Structural requirements for protein-catalyzed annealing of U4 and U6 RNAs during di-snRNP assembly.  Nucleic acids research  2015

181. Lee IH, Kai H, Carlson LA, Groves JT, Hurley JH  Negative membrane curvature catalyzes nucleation of endosomal sorting complex required for transport (ESCRT)-III assembly.  Proceedings of the National Academy of Sciences of the United States of America  2015

182. Xu K, Chan YP, Bradel-Tretheway B, Akyol-Ataman Z, Zhu Y, Dutta S, Yan L, Feng Y, Wang LF, Skiniotis G, Lee B, Zhou ZH, Broder CC, Aguilar HC, Nikolov DB  Crystal Structure of the Pre-fusion Nipah Virus Fusion Glycoprotein Reveals a Novel Hexamer-of-Trimers Assembly.  PLoS pathogens  2015

183. Orthwein A, Noordermeer SM, Wilson MD, Landry S, Enchev RI, Sherker A, Munro M, Pinder J, Salsman J, Dellaire G, Xia B, Peter M, Durocher D  A mechanism for the suppression of homologous recombination in G1 cells.  Nature  2015

184. Yu C, Mao H, Novitsky EJ, Tang X, Rychnovsky SD, Zheng N, Huang L  Gln40 deamidation blocks structural reconfiguration and activation of SCF ubiquitin ligase complex by Nedd8.  Nature communications  2015

185. Lelyveld VS, Björkbom A, Ransey EM, Sliz P, Szostak JW  Pinpointing RNA-Protein Cross-Links with Site-Specific Stable Isotope-Labeled Oligonucleotides.  Journal of the American Chemical Society  2015

186. Park S, Kim SJ, Yu D, Pena-Llopis S, Gao J, Park JS, Chen B, Norris J, Wang X, Chen M, Kim M, Yong J, Wardak Z, Choe K, Story M, Starr T, Cheong JH, Hwang TH  An integrative somatic mutation analysis to identify pathways linked with survival outcomes across 19 cancer types.  Bioinformatics (Oxford, England)  2015

187. Rajaraman P, Dey B, Majumder PP, Mayor S, Pillai MR, Ramaswamy S, Shaha C, Johnson M, Sivaram S, Trimble EL, Harlow EE, VijayRaghavan K  First International Workshopson Provocative Questions (PQ) in Cancer Research, October-November 2014, New Delhi, Bengaluru, and Thiruvananthapuram, India.  Journal of cancer policy  2015

188. Pasquina L, Santa Maria JP, McKay Wood B, Moussa SH, Matano LM, Santiago M, Martin SE, Lee W, Meredith TC, Walker S  A synthetic lethal approach for compound and target identification in Staphylococcus aureus.  Nature chemical biology  2015

189. Huta BP, Mehlenbacher MR, Nie Y, Lai X, Zubieta C, Bou-Abdallah F, Doyle RP  The Lysosomal Protein Saposin B Binds Chloroquine.  ChemMedChem  2015

190. Clark HL, Jhingran A, Sun Y, Vareechon C, de Jesus Carrion S, Skaar EP, Chazin WJ, Calera JA, Hohl TM, Pearlman E  Zinc and Manganese Chelation by Neutrophil S100A8/A9 (Calprotectin) Limits Extracellular Aspergillus fumigatus Hyphal Growth and Corneal Infection.  Journal of immunology (Baltimore, Md. : 1950)  2015

191. Coffey MJ, Sleebs BE, Uboldi AD, Garnham AL, Franco M, Marino ND, Panas MW, Ferguson DJ, Enciso M, O'Neill MT, Lopaticki S, Stewart RJ, Dewson G, Smyth GK, Smith BJ, Masters SL, Boothroyd JC, Boddey JA, Tonkin CJ  An aspartyl protease defines a novel pathway for export of Toxoplasma proteins into the host cell.  eLife  2015

192. Jacomin AC, Bescond A, Soleilhac E, Gallet B, Schoehn G, Fauvarque MO, Taillebourg E  The Deubiquitinating Enzyme UBPY Is Required for Lysosomal Biogenesis and Productive Autophagy in Drosophila.  PloS one  2015

193. Korkmaz EN, Taylor KC, Andreas MP, Ajay G, Heinze NT, Cui Q, Rayment I  A composite approach towards a complete model of the myosin rod.  Proteins  2015

194. Horn A, Hennig J, Ahmed YL, Stier G, Wild K, Sattler M, Sinning I  Structural basis for cpSRP43 chromodomain selectivity and dynamics in Alb3 insertase interaction.  Nature communications  2015

195. Thomaston JL, Alfonso-Prieto M, Woldeyes RA, Fraser JS, Klein ML, Fiorin G, DeGrado WF  High-resolution structures of the M2 channel from influenza A virus reveal dynamic pathways for proton stabilization and transduction.  Proceedings of the National Academy of Sciences of the United States of America  2015

196. Baskin JM, Wu X, Christiano R, Oh MS, Schauder CM, Gazzerro E, Messa M, Baldassari S, Assereto S, Biancheri R, Zara F, Minetti C, Raimondi A, Simons M, Walther TC, Reinisch KM, De Camilli P  The leukodystrophy protein FAM126A (hyccin) regulates PtdIns(4)P synthesis at the plasma membrane.  Nature cell biology  2015

197. Knight SC, Xie L, Deng W, Guglielmi B, Witkowsky LB, Bosanac L, Zhang ET, El Beheiry M, Masson JB, Dahan M, Liu Z, Doudna JA, Tjian R  Dynamics of CRISPR-Cas9 genome interrogation in living cells.  Science (New York, N.Y.)  2015

198. Kerfah R, Hamelin O, Boisbouvier J, Marion D  CH3-specific NMR assignment of alanine, isoleucine, leucine and valine methyl groups in high molecular weight proteins using a single sample.  Journal of biomolecular NMR  2015

199. Sengupta RN, van Schie SN, Giambaşu G, Dai Q, Yesselman JD, York D, Piccirilli JA, Herschlag D  An active site rearrangement within the Tetrahymena group I ribozyme releases nonproductive interactions and allows formation of catalytic interactions.  RNA (New York, N.Y.)  2015

200. Moraga I, Richter D, Wilmes S, Winkelmann H, Jude K, Thomas C, Suhoski MM, Engleman EG, Piehler J, Garcia KC  Instructive roles for cytokine-receptor binding parameters in determining signaling and functional potency.  Science signaling  2015

201. Mullins EA, Shi R, Parsons ZD, Yuen PK, David SS, Igarashi Y, Eichman BF  The DNA glycosylase AlkD uses a non-base-flipping mechanism to excise bulky lesions.  Nature  2015

202. Frank J  Generalized single-particle cryo-EM - a historical perspective.  Microscopy (Oxford, England)  2015

203. Uchime O, Dai Z, Biris N, Lee D, Sidhu SS, Li S, Lai JR, Gavathiotis E  Synthetic Antibodies Inhibit Bcl-2-associated X Protein (BAX) through Blockade of the N-terminal Activation Site.  The Journal of biological chemistry  2015

204. Gaudin R, Kirchhausen T  Superinfection exclusion is absent during acute Junin virus infection of Vero and A549 cells.  Scientific reports  2015

205. Gopal Vandavasi V, Putnam DK, Zhang Q, Petridis L, Heller WT, Nixon BT, Haigler CH, Kalluri U, Coates L, Langan P, Smith JC, Meiler J, O'Neill H  A Structural Study of CESA1 catalytic domain of Arabidopsis thaliana Cellulose Synthesis Complex: Evidence for CESA trimers.  Plant physiology  2015

206. Infarinato NR, Park JH, Krytska K, Ryles HT, Sano R, Szigety KM, Li Y, Zou HY, Lee NV, Smeal T, Lemmon MA, Mosse YP  The ALK/ROS1 inhibitor PF-06463922 overcomes primary resistance to crizotinib in ALK-driven neuroblastoma.  Cancer discovery  2015

207. Charmandari E, Zhang RG, Silveira LG, Fan QR, Chrousos GP, Sertedaki A, Latronico AC, Segaloff DL  Misfolding Ectodomain Mutations of the Lutropin Receptor Increase Efficacy of Hormone Stimulation.  Molecular endocrinology (Baltimore, Md.)  2015

208. Begley MJ, Yun CH, Gewinner CA, Asara JM, Johnson JL, Coyle AJ, Eck MJ, Apostolou I, Cantley LC  EGF-receptor specificity for phosphotyrosine-primed substrates provides signal integration with Src.  Nature structural & molecular biology  2015

209. Menachery VD, Yount BL, Debbink K, Agnihothram S, Gralinski LE, Plante JA, Graham RL, Scobey T, Ge XY, Donaldson EF, Randell SH, Lanzavecchia A, Marasco WA, Shi ZL, Baric RS  A SARS-like cluster of circulating bat coronaviruses shows potential for human emergence.  Nature medicine  2015

210. Kim KH, Kim W, Howard TP, Vazquez F, Tsherniak A, Wu JN, Wang W, Haswell JR, Walensky LD, Hahn WC, Orkin SH, Roberts CW  SWI/SNF-mutant cancers depend on catalytic and non-catalytic activity of EZH2.  Nature medicine  2015

211. Adachi S, Liew SK, Lee CF, Lough A, He Z, Denis JD, Poda G, Yudin AK  Condensation-Driven Assembly of Boron-Containing Bis(Heteroaryl) Motifs Using a Linchpin Approach.  Organic letters  2015

212. Mertens C, Haripal B, Klinge S, Darnell JE  Mutations in the linker domain affect phospho-STAT3 function and suggest targets for interrupting STAT3 activity.  Proceedings of the National Academy of Sciences of the United States of America  2015

213. Banjade S, Wu Q, Mittal A, Peeples WB, Pappu RV, Rosen MK  Conserved interdomain linker promotes phase separation of the multivalent adaptor protein Nck.  Proceedings of the National Academy of Sciences of the United States of America  2015

214. Au HH, Cornilescu G, Mouzakis KD, Ren Q, Burke JE, Lee S, Butcher SE, Jan E  Global shape mimicry of tRNA within a viral internal ribosome entry site mediates translational reading frame selection.  Proceedings of the National Academy of Sciences of the United States of America  2015

215. Mislak AC, Anderson KS  Insights into the Molecular Mechanism of Polymerization and NRTI Incorporation for Human PrimPol.  Antimicrobial agents and chemotherapy  2015

216. Sviripa VM, Burikhanov R, Obiero JM, Yuan Y, Nickell JR, Dwoskin LP, Zhan CG, Liu C, Tsodikov OV, Rangnekar VM, Watt DS  Par-4 secretion: stoichiometry of 3-arylquinoline binding to vimentin.  Organic & biomolecular chemistry  2015

217. Jost M, Born DA, Cracan V, Banerjee R, Drennan CL  Structural Basis for Substrate Specificity in Adenosylcobalamin-dependent Isobutyryl-CoA Mutase and Related Acyl-CoA Mutases.  The Journal of biological chemistry  2015

218. Ma E, Harrington LB, O'Connell MR, Zhou K, Doudna JA  Single-Stranded DNA Cleavage by Divergent CRISPR-Cas9 Enzymes.  Molecular cell  2015

219. Liu CL, Wang Y, Liao M, Wemmelund H, Ren J, Fernandes C, Zhou Y, Sukhova GK, Lindholt JS, Johnsen SP, Zhang JY, Cheng X, Huang X, Daugherty A, Levy BD, Libby P, Shi GP  Allergic Lung Inflammation Aggravates Angiotensin II-Induced Abdominal Aortic Aneurysms in Mice.  Arteriosclerosis, thrombosis, and vascular biology  2015

220. Redding S, Sternberg SH, Marshall M, Gibb B, Bhat P, Guegler CK, Wiedenheft B, Doudna JA, Greene EC  Surveillance and Processing of Foreign DNA by the Escherichia coli CRISPR-Cas System.  Cell  2015

221. Qi J, Singh S, Hua WK, Cai Q, Chao SW, Li L, Liu H, Ho Y, McDonald T, Lin A, Marcucci G, Bhatia R, Huang WJ, Chang CI, Kuo YH  HDAC8 Inhibition Specifically Targets Inv(16) Acute Myeloid Leukemic Stem Cells by Restoring p53 Acetylation.  Cell stem cell  2015

222. Eagen KP, Hartl TA, Kornberg RD  Stable Chromosome Condensation Revealed by Chromosome Conformation Capture.  Cell  2015

223. Sternberg SH, LaFrance B, Kaplan M, Doudna JA  Conformational control of DNA target cleavage by CRISPR-Cas9.  Nature  2015

224. Rudolf JD, Bigelow L, Chang C, Cuff ME, Lohman JR, Chang CY, Ma M, Yang D, Clancy S, Babnigg G, Joachimiak A, Phillips GN, Shen B  Crystal Structure of the Zorbamycin-Binding Protein ZbmA, the Primary Self-Resistance Element in Streptomyces flavoviridis ATCC21892.  Biochemistry  2015

225. Hilimire TA, Bennett RP, Stewart RA, Garcia-Miranda P, Blume A, Becker J, Sherer N, Helms ED, Butcher SE, Smith HC, Miller BL  N-Methylation as a Strategy for Enhancing the Affinity and Selectivity of RNA-binding Peptides: Application to the HIV-1 Frameshift-Stimulating RNA.  ACS chemical biology  2015

226. Nicoludis JM, Lau SY, Schärfe CP, Marks DS, Weihofen WA, Gaudet R  Structure and Sequence Analyses of Clustered Protocadherins Reveal Antiparallel Interactions that Mediate Homophilic Specificity.  Structure (London, England : 1993)  2015

227. Kahn RA, Lambright DG  A PH Domain with Dual Phospholipid Binding Sites Regulates the ARF GAP, ASAP1.  Structure (London, England : 1993)  2015

228. Alberstein R, Grey R, Zimmet A, Simmons DK, Mayer ML  Glycine activated ion channel subunits encoded by ctenophore glutamate receptor genes.  Proceedings of the National Academy of Sciences of the United States of America  2015

229. Lee WC, Lin WL, Matsui T, Chen ES, Wei TY, Lin WH, Hu H, Zheng YG, Tsai MD, Ho MC  PROTEIN ARGININE METHYLTRANSFERASE 8: tetrameric structure and protein substrate specificity.  Biochemistry  2015

230. Adams JJ, Narayanan S, Birnbaum ME, Sidhu SS, Blevins SJ, Gee MH, Sibener LV, Baker BM, Kranz DM, Garcia KC  Structural interplay between germline interactions and adaptive recognition determines the bandwidth of TCR-peptide-MHC cross-reactivity.  Nature immunology  2015

231. Cappadocia L, Pichler A, Lima CD  Structural basis for catalytic activation by the human ZNF451 SUMO E3 ligase.  Nature structural & molecular biology  2015

232. Nady N, Gupta A, Ma Z, Swigut T, Koide A, Koide S, Wysocka J  ETO family protein Mtgr1 mediates Prdm14 functions in stem cell maintenance and primordial germ cell formation.  eLife  2015

233. MacNair L, Xiao S, Miletic D, Ghani M, Julien JP, Keith J, Zinman L, Rogaeva E, Robertson J  MTHFSD and DDX58 are novel RNA-binding proteins abnormally regulated in amyotrophic lateral sclerosis.  Brain : a journal of neurology  2015

234. Lee WG, Frey KM, Gallardo-Macias R, Spasov KA, Chan AH, Anderson KS, Jorgensen WL  Discovery and crystallography of bicyclic arylaminoazines as potent inhibitors of HIV-1 reverse transcriptase.  Bioorganic & medicinal chemistry letters  2015

235. Freund NT, Horwitz JA, Nogueira L, Sievers SA, Scharf L, Scheid JF, Gazumyan A, Liu C, Velinzon K, Goldenthal A, Sanders RW, Moore JP, Bjorkman PJ, Seaman MS, Walker BD, Klein F, Nussenzweig MC  A New Glycan-Dependent CD4-Binding Site Neutralizing Antibody Exerts Pressure on HIV-1 In Vivo.  PLoS pathogens  2015

236. Li Q, Tachie-Baffour Y, Liu Z, Baldwin MW, Kruse AC, Liberles SD  Non-classical amine recognition evolved in a large clade of olfactory receptors.  eLife  2015

237. Chen B, Frank J  Two promising future developments of cryo-EM: capturing short-lived states and mapping a continuum of states of a macromolecule.  Microscopy (Oxford, England)  2015

238. Singarapu KK, Otte MM, Tonelli M, Westler WM, Escalante-Semerena JC, Markley JL  Solution Structural Studies of GTP:Adenosylcobinamide-Phosphateguanylyl Transferase (CobY) from Methanocaldococcus jannaschii.  PloS one  2015

239. Keedy DA, Fraser JS, van den Bedem H  Exposing Hidden Alternative Backbone Conformations in X-ray Crystallography Using qFit.  PLoS computational biology  2015

240. Shen R, Han W, Fiorin G, Islam SM, Schulten K, Roux B  Structural Refinement of Proteins by Restrained Molecular Dynamics Simulations with Non-interacting Molecular Fragments.  PLoS computational biology  2015

241. Bigalke JM, Heldwein EE  Structural basis of membrane budding by the nuclear egress complex of herpesviruses.  The EMBO journal  2015

242. Lye MF, Sharma M, El Omari K, Filman DJ, Schuermann JP, Hogle JM, Coen DM  Unexpected features and mechanism of heterodimer formation of a herpesvirus nuclear egress complex.  The EMBO journal  2015

243. Fernández-Oliva A, Finzi A, Haim H, Menéndez-Arias L, Sodroski J, Pacheco B  HIV-1 Adapts to Replicate in Cells Expressing Common Marmoset APOBEC3G and BST2.  Journal of virology  2015

244. Zheng G, Yu H  Regulation of sister chromatid cohesion during the mitotic cell cycle.  Science China. Life sciences  2015

245. Eckl JM, Scherr MJ, Freiburger L, Daake MA, Sattler M, Richter K  Hsp90-Cdc37 complexes with protein kinases form cooperatively with multiple distinct interaction sites.  The Journal of biological chemistry  2015

246. Lee S, Greenlee EB, Amick JR, Ligon GF, Lillquist JS, Natoli EJ, Hadari Y, Alvarado D, Schlessinger J  Inhibition of ErbB3 by a monoclonal antibody that locks the extracellular domain in an inactive configuration.  Proceedings of the National Academy of Sciences of the United States of America  2015

247. Zhao C, Rajashankar KR, Marcia M, Pyle AM  Crystal structure of group II intron domain 1 reveals a template for RNA assembly.  Nature chemical biology  2015

248. Hengrung N, El Omari K, Serna Martin I, Vreede FT, Cusack S, Rambo RP, Vonrhein C, Bricogne G, Stuart DI, Grimes JM, Fodor E  Crystal structure of the RNA-dependent RNA polymerase from influenza C virus.  Nature  2015

249. Shen QT, Ren X, Zhang R, Lee IH, Hurley JH  HIV-1 Nef hijacks clathrin coats by stabilizing AP-1:Arf1 polygons.  Science (New York, N.Y.)  2015

250. Treweek JB, Chan KY, Flytzanis NC, Yang B, Deverman BE, Greenbaum A, Lignell A, Xiao C, Cai L, Ladinsky MS, Bjorkman PJ, Fowlkes CC, Gradinaru V  Whole-body tissue stabilization and selective extractions via tissue-hydrogel hybrids for high-resolution intact circuit mapping and phenotyping.  Nature protocols  2015

251. Hmelo LR, Borlee BR, Almblad H, Love ME, Randall TE, Tseng BS, Lin C, Irie Y, Storek KM, Yang JJ, Siehnel RJ, Howell PL, Singh PK, Tolker-Nielsen T, Parsek MR, Schweizer HP, Harrison JJ  Precision-engineering the Pseudomonas aeruginosa genome with two-step allelic exchange.  Nature protocols  2015

252. Hammerstrom TG, Beabout K, Clements TP, Saxer G, Shamoo Y  Acinetobacter baumannii Repeatedly Evolves a Hypermutator Phenotype in Response to Tigecycline That Effectively Surveys Evolutionary Trajectories to Resistance.  PloS one  2015

253. Sharpe ML, Dearden PK, Gimenez G, Krause KL  Comparative RNA seq analysis of the New Zealand glowworm Arachnocampa luminosa reveals bioluminescence-related genes.  BMC genomics  2015

254. Zhou C, Pourmal S, Pavletich NP  Dna2 nuclease-helicase structure, mechanism and regulation by Rpa.  eLife  2015

255. Ford MC, Ho PS  Computational Tools To Model Halogen Bonds in Medicinal Chemistry.  Journal of medicinal chemistry  2015

256. Burke HG, Heldwein EE  Crystal Structure of the Human Cytomegalovirus Glycoprotein B.  PLoS pathogens  2015

257. Ciferri C, Chandramouli S, Leitner A, Donnarumma D, Cianfrocco MA, Gerrein R, Friedrich K, Aggarwal Y, Palladino G, Aebersold R, Norais N, Settembre EC, Carfi A  Antigenic Characterization of the HCMV gH/gL/gO and Pentamer Cell Entry Complexes Reveals Binding Sites for Potently Neutralizing Human Antibodies.  PLoS pathogens  2015

258. Pegu A, Asokan M, Wu L, Wang K, Hataye J, Casazza JP, Guo X, Shi W, Georgiev I, Zhou T, Chen X, O'Dell S, Todd JP, Kwong PD, Rao SS, Yang ZY, Koup RA, Mascola JR, Nabel GJ  Activation and lysis of human CD4 cells latently infected with HIV-1.  Nature communications  2015

259. Freund NT, Roitburd-Berman A, Sui J, Marasco WA, Gershoni JM  Reconstitution of the receptor-binding motif of the SARS coronavirus.  Protein engineering, design & selection : PEDS  2015

260. Reeves PM, Kang YL, Kirchhausen T  Endocytosis of ligand activated sphingosine 1-phosphate receptor 1 mediated by the clathrin-pathway.  Traffic (Copenhagen, Denmark)  2015

261. Lin R, Elf S, Shan C, Kang HB, Ji Q, Zhou L, Hitosugi T, Zhang L, Zhang S, Seo JH, Xie J, Tucker M, Gu TL, Sudderth J, Jiang L, Mitsche M, DeBerardinis RJ, Wu S, Li Y, Mao H, Chen PR, Wang D, Chen GZ, Hurwitz SJ, Lonial S, Arellano ML, Khoury HJ, Khuri FR, Lee BH, Lei Q, Brat DJ, Ye K, Boggon TJ, He C, Kang S, Fan J, Chen J  6-Phosphogluconate dehydrogenase links oxidative PPP, lipogenesis and tumour growth by inhibiting LKB1-AMPK signalling.  Nature cell biology  2015

262. Zhang Y, Mao D, Roswit WT, Jin X, Patel AC, Patel DA, Agapov E, Wang Z, Tidwell RM, Atkinson JJ, Huang G, McCarthy R, Yu J, Yun NE, Paessler S, Lawson TG, Omattage NS, Brett TJ, Holtzman MJ  PARP9-DTX3L ubiquitin ligase targets host histone H2BJ and viral 3C protease to enhance interferon signaling and control viral infection.  Nature immunology  2015

263. Chaker-Margot M, Hunziker M, Barandun J, Dill BD, Klinge S  Stage-specific assembly events of the 6-MDa small-subunit processome initiate eukaryotic ribosome biogenesis.  Nature structural & molecular biology  2015

264. Lubin EA, Henry JT, Fiebig A, Crosson S, Laub MT  Identification of the PhoB regulon and role of PhoU in the phosphate-starvation response of Caulobacter crescentus.  Journal of bacteriology  2015

265. Seashore-Ludlow B, Rees MG, Cheah JH, Cokol M, Price EV, Coletti ME, Jones V, Bodycombe NE, Soule CK, Gould J, Alexander B, Li A, Montgomery P, Wawer MJ, Kuru N, Kotz JD, Hon CS, Munoz B, Liefeld T, Dančík V, Bittker JA, Palmer M, Bradner JE, Shamji AF, Clemons PA, Schreiber SL  Harnessing Connectivity in a Large-Scale Small-Molecule Sensitivity Dataset.  Cancer discovery  2015

266. Murakami K, Tsai KL, Kalisman N, Bushnell DA, Asturias FJ, Kornberg RD  Structure of an RNA polymerase II preinitiation complex.  Proceedings of the National Academy of Sciences of the United States of America  2015

267. Tan D, Blok NB, Rapoport TA, Walz T  Structures of the double-ring AAA ATPase Pex1/Pex6 involved in peroxisome biogenesis.  The FEBS journal  2015

268. Košutić M, Neuner S, Ren A, Flür S, Wunderlich C, Mairhofer E, Vušurović N, Seikowski J, Breuker K, Höbartner C, Patel DJ, Kreutz C, Micura R  A Mini-Twister Variant and Impact of Residues/Cations on the Phosphodiester Cleavage of this Ribozyme Class.  Angewandte Chemie (International ed. in English)  2015

269. Zou J, Tran D, Baalbaki M, Tang LF, Poon A, Pelonero A, Titus EW, Yuan C, Shi C, Patchava S, Halper E, Garg J, Movsesyan I, Yin C, Wu R, Wilsbacher LD, Liu J, Hager RL, Coughlin S, Jinek M, Pullinger CR, Kane JP, Hart DO, Kwok PY, Deo RC  An internal promoter underlies the difference in disease severity between N- and C-terminal truncation mutations of Titin.  eLife  2015

270. Jiao L, Liu X  Structural basis of histone H3K27 trimethylation by an active polycomb repressive complex 2.  Science (New York, N.Y.)  2015

271. Chen S, Yang Z, Wilkinson AW, Deshpande AJ, Sidoli S, Krajewski K, Strahl BD, Garcia BA, Armstrong SA, Patel DJ, Gozani O  The PZP Domain of AF10 Senses Unmodified H3K27 to Regulate DOT1L-Mediated Methylation of H3K79.  Molecular cell  2015

272. Kemble DJ, McCullough LL, Whitby FG, Formosa T, Hill CP  FACT Disrupts Nucleosome Structure by Binding H2A-H2B with Conserved Peptide Motifs.  Molecular cell  2015

273. De Zorzi R, Mi W, Liao M, Walz T  Single-particle electron microscopy in the study of membrane protein structure.  Microscopy (Oxford, England)  2015

274. Lin Y, Protter DS, Rosen MK, Parker R  Formation and Maturation of Phase-Separated Liquid Droplets by RNA-Binding Proteins.  Molecular cell  2015

275. Prabhu P, Shandilya S, Britan-Rosich E, Nagler A, Schiffer CA, Kotler M  Inhibition of APOBEC3G Activity Impedes Double-Strand DNA Repair.  The FEBS journal  2015

276. Zhou A, Rohou A, Schep DG, Bason JV, Montgomery MG, Walker JE, Grigorieff N, Rubinstein JL  Structure and conformational states of the bovine mitochondrial ATP synthase by cryo-EM.  eLife  2015

277. Zhong N, Loppnau P, Seitova A, Ravichandran M, Fenner M, Jain H, Bhattacharya A, Hutchinson A, Paduch M, Lu V, Olszewski M, Kossiakoff AA, Dowdell E, Koide A, Koide S, Huang H, Nadeem V, Sidhu SS, Greenblatt JF, Marcon E, Arrowsmith CH, Edwards AM, Gräslund S  Optimizing Production of Antigens and Fabs in the Context of Generating Recombinant Antibodies to Human Proteins.  PloS one  2015

278. Simpson BW, May JM, Sherman DJ, Kahne D, Ruiz N  Lipopolysaccharide transport to the cell surface: biosynthesis and extraction from the inner membrane.  Philosophical transactions of the Royal Society of London. Series B, Biological sciences  2015

279. May JM, Sherman DJ, Simpson BW, Ruiz N, Kahne D  Lipopolysaccharide transport to the cell surface: periplasmic transport and assembly into the outer membrane.  Philosophical transactions of the Royal Society of London. Series B, Biological sciences  2015

280. Wen Y, Han L, Palladino G, Ferrari A, Xie Y, Carfi A, Dormitzer PR, Settembre EC  Conformationally selective biophysical assay for influenza vaccine potency determination.  Vaccine  2015

281. Poepsel S, Sprengel A, Sacca B, Kaschani F, Kaiser M, Gatsogiannis C, Raunser S, Clausen T, Ehrmann M  Determinants of amyloid fibril degradation by the PDZ protease HTRA1.  Nature chemical biology  2015

282. Hite RK, Yuan P, Li Z, Hsuing Y, Walz T, MacKinnon R  Cryo-electron microscopy structure of the Slo2.2 Na(+)-activated K(+) channel.  Nature  2015

283. Viny AD, Ott CJ, Spitzer B, Rivas M, Meydan C, Papalexi E, Yelin D, Shank K, Reyes J, Chiu A, Romin Y, Boyko V, Thota S, Maciejewski JP, Melnick A, Bradner JE, Levine RL  Dose-dependent role of the cohesin complex in normal and malignant hematopoiesis.  The Journal of experimental medicine  2015

284. Barrows D, Schoenfeld SM, Hodakoski C, Silkov A, Honig B, Couvillon A, Shymanets A, Nürnberg B, Asara JM, Parsons R  PAK kinases mediate the phosphorylation of PREX2 to initiate feedback inhibition of Rac1.  The Journal of biological chemistry  2015

285. Tsypik O, Yushchuk O, Zaburannyi N, Flärdh K, Walker S, Fedorenko V, Ostash B  Transcriptional regulators of GntR family in Streptomyces coelicolor A3(2): analysis in silico and in vivo of YtrA subfamily.  Folia microbiologica  2015

286. Stuwe T, Bley CJ, Thierbach K, Petrovic S, Schilbach S, Mayo DJ, Perriches T, Rundlet EJ, Jeon YE, Collins LN, Huber FM, Lin DH, Paduch M, Koide A, Lu V, Fischer J, Hurt E, Koide S, Kossiakoff AA, Hoelz A  Architecture of the fungal nuclear pore inner ring complex.  Science (New York, N.Y.)  2015

287. Sun M, Li W, Blomqvist K, Das S, Hashem Y, Dvorin JD, Frank J  Dynamical features of the Plasmodium falciparum ribosome during translation.  Nucleic acids research  2015

288. Sewald X, Ladinsky MS, Uchil PD, Beloor J, Pi R, Herrmann C, Motamedi N, Murooka TT, Brehm MA, Greiner DL, Shultz LD, Mempel TR, Bjorkman PJ, Kumar P, Mothes W  Retroviruses use CD169-mediated trans-infection of permissive lymphocytes to establish infection.  Science (New York, N.Y.)  2015

289. Hurley JH  ESCRTs are everywhere.  The EMBO journal  2015

290. Lohman JR, Ma M, Osipiuk J, Nocek B, Kim Y, Chang C, Cuff M, Mack J, Bigelow L, Li H, Endres M, Babnigg G, Joachimiak A, Phillips GN, Shen B  Structural and evolutionary relationships of AT-less type I polyketide synthase ketosynthases.  Proceedings of the National Academy of Sciences of the United States of America  2015

291. Wang JW, Woodward DF, Martos JL, Cornell CL, Carling RW, Kingsley PJ, Marnett LJ  Multitargeting of selected prostanoid receptors provides agents with enhanced anti-inflammatory activity in macrophages.  FASEB journal : official publication of the Federation of American Societies for Experimental Biology  2015

292. Ahmad S, Hur S  Helicases in Antiviral Immunity: Dual Properties as Sensors and Effectors.  Trends in biochemical sciences  2015

293. Guedes-da-Silva FH, Batista DG, França CF, Meuser MB, Simões MR, Araújo JS, Ferreira CG, Moreira OC, Britto C, Lepesheva GI, Soeiro MN  Different therapeutic outcomes of benznidazole and VNI treatment in distinct genders of mouse experimental models of Trypanosoma cruzi infection.  Antimicrobial agents and chemotherapy  2015

294. Jost M, Fernández-Zapata J, Polanco MC, Ortiz-Guerrero JM, Chen PY, Kang G, Padmanabhan S, Elías-Arnanz M, Drennan CL  Structural basis for gene regulation by a B12-dependent photoreceptor.  Nature  2015

295. Bianchini JM, Kitt KN, Gloerich M, Pokutta S, Weis WI, Nelson WJ  Reevaluating αE-catenin monomer and homodimer functions by characterizing E-cadherin/αE-catenin chimeras.  The Journal of cell biology  2015

296. Suslov NB, DasGupta S, Huang H, Fuller JR, Lilley DM, Rice PA, Piccirilli JA  Crystal structure of the Varkud satellite ribozyme.  Nature chemical biology  2015

297. Lin JR, Fallahi-Sichani M, Sorger PK  Highly multiplexed imaging of single cells using a high-throughput cyclic immunofluorescence method.  Nature communications  2015

298. Vreven T, Moal IH, Vangone A, Pierce BG, Kastritis PL, Torchala M, Chaleil R, Jiménez-García B, Bates PA, Fernandez-Recio J, Bonvin AM, Weng Z  Updates to the Integrated Protein-Protein Interaction Benchmarks: Docking Benchmark Version 5 and Affinity Benchmark Version 2.  Journal of molecular biology  2015

299. Gilmore BL, Winton CE, Demmert AC, Tanner JR, Bowman S, Karageorge V, Patel K, Sheng Z, Kelly DF  A Molecular Toolkit to Visualize Native Protein Assemblies in the Context of Human Disease.  Scientific reports  2015

300. Robinson PJ, Trnka MJ, Pellarin R, Greenberg CH, Bushnell DA, Davis R, Burlingame AL, Sali A, Kornberg RD  Molecular architecture of the yeast Mediator complex.  eLife  2015

301. Hoppe CC, Styles L, Heath LE, Zhou C, Jakubowski JA, Winters KJ, Brown PB, Rees DC, Heeney MM  Design of the DOVE (Determining Effects of Platelet Inhibition on Vaso-Occlusive Events) trial: A global Phase 3 double-blind, randomized, placebo-controlled, multicenter study of the efficacy and safety of prasugrel in pediatric patients with sickle cell anemia utilizing a dose titration strategy.  Pediatric blood & cancer  2015

302. Nartey W, Basak S, Kamariah N, Manimekalai MS, Robson S, Wagner G, Eisenhaber B, Eisenhaber F, Grüber G  NMR studies reveal a novel grab and release mechanism for efficient catalysis of the bacterial 2-Cys peroxiredoxin machinery.  The FEBS journal  2015

303. Junker M, Rapoport TA  Involvement of VAT-1 in phosphatidylserine transfer from the endoplasmic reticulum to mitochondria.  Traffic (Copenhagen, Denmark)  2015

304. Rogalin HB, Heldwein EE  The interplay between the HSV-1 gB cytodomains and the gH cytotail during cell-cell fusion.  Journal of virology  2015

305. Ringel AE, Cieniewicz AM, Taverna SD, Wolberger C  Nucleosome competition reveals processive acetylation by the SAGA HAT module.  Proceedings of the National Academy of Sciences of the United States of America  2015

306. Julien JP, Lee JH, Ozorowski G, Hua Y, Torrents de la Peña A, de Taeye SW, Nieusma T, Cupo A, Yasmeen A, Golabek M, Pugach P, Klasse PJ, Moore JP, Sanders RW, Ward AB, Wilson IA  Design and structure of two HIV-1 clade C SOSIP.664 trimers that increase the arsenal of native-like Env immunogens.  Proceedings of the National Academy of Sciences of the United States of America  2015

307. Xu L, Wang W, Chong J, Shin JH, Xu J, Wang D  RNA polymerase II transcriptional fidelity control and its functional interplay with DNA modifications.  Critical reviews in biochemistry and molecular biology  2015

308. Deforche L, Roose E, Vandenbulcke A, Vandeputte N, Feys HB, Springer TA, Mi LZ, Muia J, Sadler JE, Soejima K, Rottensteiner H, Deckmyn H, De Meyer SF, Vanhoorelbeke K  Linker regions and flexibility around the metalloprotease domain account for conformational activation of ADAMTS13.  Journal of thrombosis and haemostasis : JTH  2015

309. Williamson JA, Cho SH, Ye J, Collet JF, Beckwith JR, Chou JJ  Structure and multistate function of the transmembrane electron transporter CcdA.  Nature structural & molecular biology  2015

310. Brewster MS, Gaudet R  How the TRPA1 receptor transmits painful stimuli: Inner workings revealed by electron cryomicroscopy.  BioEssays : news and reviews in molecular, cellular and developmental biology  2015

311. Raschle T, Lin C, Jungmann R, Shih WM, Wagner G  Controlled Co-reconstitution of Multiple Membrane Proteins in Lipid Bilayer Nanodiscs Using DNA as a Scaffold.  ACS chemical biology  2015

312. Schwantes-An TH, Zhang J, Chen LS, Hartz SM, Culverhouse RC, Chen X, Coon H, Frank J, Kamens HM, Konte B, Kovanen L, Latvala A, Legrand LN, Maher BS, Melroy WE, Nelson EC, Reid MW, Robinson JD, Shen PH, Yang BZ, Andrews JA, Aveyard P, Beltcheva O, Brown SA, Cannon DS, Cichon S, Corley RP, Dahmen N, Degenhardt L, Foroud T, Gaebel W, Giegling I, Glatt SJ, Grucza RA, Hardin J, Hartmann AM, Heath AC, Herms S, Hodgkinson CA, Hoffmann P, Hops H, Huizinga D, Ising M, Johnson EO, Johnstone E, Kaneva RP, Kendler KS, Kiefer F, Kranzler HR, Krauter KS, Levran O, Lucae S, Lynskey MT, Maier W, Mann K, Martin NG, Mattheisen M, Montgomery GW, Müller-Myhsok B, Murphy MF, Neale MC, Nikolov MA, Nishita D, Nöthen MM, Nurnberger J, Partonen T, Pergadia ML, Reynolds M, Ridinger M, Rose RJ, Rouvinen-Lagerström N, Scherbaum N, Schmäl C, Soyka M, Stallings MC, Steffens M, Treutlein J, Tsuang M, Wall TL, Wodarz N, Yuferov V, Zill P, Bergen AW, Chen J, Cinciripini PM, Edenberg HJ, Ehringer MA, Ferrell RE, Gelernter J, Goldman D, Hewitt JK, Hopfer CJ, Iacono WG, Kaprio J, Kreek MJ, Kremensky IM, Madden PA, McGue M, Munafò MR, Philibert RA, Rietschel M, Roy A, Rujescu D, Saarikoski ST, Swan GE, Todorov AA, Vanyukov MM, Weiss RB, Bierut LJ, Saccone NL  Association of the OPRM1 Variant rs1799971 (A118G) with Non-Specific Liability to Substance Dependence in a Collaborative de novo Meta-Analysis of European-Ancestry Cohorts.  Behavior genetics  2015

313. Mazur PK, Herner A, Mello SS, Wirth M, Hausmann S, Sánchez-Rivera FJ, Lofgren SM, Kuschma T, Hahn SA, Vangala D, Trajkovic-Arsic M, Gupta A, Heid I, Noël PB, Braren R, Erkan M, Kleeff J, Sipos B, Sayles LC, Heikenwalder M, Heßmann E, Ellenrieder V, Esposito I, Jacks T, Bradner JE, Khatri P, Sweet-Cordero EA, Attardi LD, Schmid RM, Schneider G, Sage J, Siveke JT  Combined inhibition of BET family proteins and histone deacetylases as a potential epigenetics-based therapy for pancreatic ductal adenocarcinoma.  Nature medicine  2015

314. Danielsson J, Mu X, Lang L, Wang H, Binolfi A, Theillet FX, Bekei B, Logan DT, Selenko P, Wennerström H, Oliveberg M  Thermodynamics of protein destabilization in live cells.  Proceedings of the National Academy of Sciences of the United States of America  2015

315. Mitchener MM, Hermanson DJ, Shockley EM, Brown HA, Lindsley CW, Reese J, Rouzer CA, Lopez CF, Marnett LJ  Competition and allostery govern substrate selectivity of cyclooxygenase-2.  Proceedings of the National Academy of Sciences of the United States of America  2015

316. Linser R, Salvi N, Briones R, Rovó P, de Groot BL, Wagner G  The membrane anchor of the transcriptional activator SREBP is characterized by intrinsic conformational flexibility.  Proceedings of the National Academy of Sciences of the United States of America  2015

317. Chatterjee D, Eckert CE, Slavov C, Saxena K, Fürtig B, Sanders CR, Gurevich VV, Wachtveitl J, Schwalbe H  Influence of Arrestin on the Photodecay of Bovine Rhodopsin.  Angewandte Chemie (International ed. in English)  2015

318. Chong PA, Farber PJ, Vernon RM, Hudson RP, Mittermaier AK, Forman-Kay JD  Deletion of Phenylalanine 508 in the First Nucleotide-binding Domain of the Cystic Fibrosis Transmembrane Conductance Regulator Increases Conformational Exchange and Inhibits Dimerization.  The Journal of biological chemistry  2015

319. Williams MJ, Alonso H, Enciso M, Egarter S, Sheiner L, Meissner M, Striepen B, Smith BJ, Tonkin CJ  Two Essential Light Chains Regulate the MyoA Lever Arm To Promote Toxoplasma Gliding Motility.  mBio  2015

320. Acheson JF, Moseson H, Fox BG  Structure of T4moF, the Toluene 4-Monooxygenase Ferredoxin Oxidoreductase.  Biochemistry  2015

321. Ravulapalli R, Lugo MR, Pfoh R, Visschedyk D, Poole A, Fieldhouse RJ, Pai EF, Merrill AR  Characterization of Vis Toxin, a Novel ADP-Ribosyltransferase from Vibrio splendidus.  Biochemistry  2015

322. Kranzusch PJ, Wilson SC, Lee AS, Berger JM, Doudna JA, Vance RE  Ancient Origin of cGAS-STING Reveals Mechanism of Universal 2',3' cGAMP Signaling.  Molecular cell  2015

323. Desai R, Savechenkov PY, Zolkowska D, Ge RL, Rogawski MA, Bruzik KS, Forman SA, Raines DE, Miller KW  Contrasting actions of a convulsant barbiturate and its anti-convulsant enantiomer on the α1β3γ2L GABAA receptor account for their in vivo effects.  The Journal of physiology  2015

324. Pantouris G, Syed MA, Fan C, Rajasekaran D, Cho TY, Rosenberg EM, Bucala R, Bhandari V, Lolis EJ  An Analysis of MIF Structural Features that Control Functional Activation of CD74.  Chemistry & biology  2015

325. Zeqiraj E, Tian L, Piggott CA, Pillon MC, Duffy NM, Ceccarelli DF, Keszei AF, Lorenzen K, Kurinov I, Orlicky S, Gish GD, Heck AJ, Guarné A, Greenberg RA, Sicheri F  Higher-Order Assembly of BRCC36-KIAA0157 Is Required for DUB Activity and Biological Function.  Molecular cell  2015

326. Robinson KA, Ou WL, Guan X, Sugamori KS, Bandyopadhyay A, Ernst OP, Mitchell J  The effect of phosphorylation on arrestin-rhodopsin interaction in the squid visual system.  Journal of neurochemistry  2015

327. Rawling DC, Fitzgerald ME, Pyle AM  Establishing the role of ATP for the function of the RIG-I innate immune sensor.  eLife  2015

328. Vasilyev N, Polonskaia A, Darnell JC, Darnell RB, Patel DJ, Serganov A  Crystal structure reveals specific recognition of a G-quadruplex RNA by a β-turn in the RGG motif of FMRP.  Proceedings of the National Academy of Sciences of the United States of America  2015

329. Hu J, Yuan Q, Kang X, Qin Y, Li L, Ha Y, Wu D  Resolution of structure of PIP5K1A reveals molecular mechanism for its regulation by dimerization and dishevelled.  Nature communications  2015

330. Chandramouli S, Ciferri C, Nikitin PA, Caló S, Gerrein R, Balabanis K, Monroe J, Hebner C, Lilja AE, Settembre EC, Carfi A  Structure of HCMV glycoprotein B in the postfusion conformation bound to a neutralizing human antibody.  Nature communications  2015

331. Panesso D, Reyes J, Gaston E, Deal M, Londoño A, Nigo M, Munita JM, Miller W, Shamoo Y, Tran TT, Arias CA  Deletion of liaR Reverses Daptomycin Resistance in Enterococcus faecium Independent of the Genetic Background.  Antimicrobial agents and chemotherapy  2015

332. Geertsma ER, Chang YN, Shaik FR, Neldner Y, Pardon E, Steyaert J, Dutzler R  Structure of a prokaryotic fumarate transporter reveals the architecture of the SLC26 family.  Nature structural & molecular biology  2015

333. Horenkamp FA, Kauffman KJ, Kohler LJ, Sherwood RK, Krueger KP, Shteyn V, Roy CR, Melia TJ, Reinisch KM  The Legionella Anti-autophagy Effector RavZ Targets the Autophagosome via PI3P- and Curvature-Sensing Motifs.  Developmental cell  2015

334. Greiner VJ, Kovalenko L, Humbert N, Richert L, Birck C, Ruff M, Zaporozhets OA, Dhe-Paganon S, Bronner C, Mély Y  Site-selective monitoring of the interaction of the SRA domain of UHRF1 with target DNA sequences labeled by 2-aminopurine.  Biochemistry  2015

335. Shaik MM, Lombardi C, Maragno Trindade D, Fenel D, Schoehn G, Di Guilmi AM, Dessen A  A Structural Snapshot of Type II Pilus Formation in Streptococcus pneumoniae.  The Journal of biological chemistry  2015

336. Ling L, Montaño SP, Sauer RT, Rice PA, Baker TA  Deciphering the Roles of Multicomponent Recognition Signals by the AAA+ Unfoldase ClpX.  Journal of molecular biology  2015

337. Cameron Varano A, Rahimi A, Dukes MJ, Poelzing S, M McDonald S, Kelly DF  Visualizing virus particle mobility in liquid at the nanoscale.  Chemical communications (Cambridge, England)  2015

338. Scharf L, Wang H, Gao H, Chen S, McDowall AW, Bjorkman PJ  Broadly Neutralizing Antibody 8ANC195 Recognizes Closed and Open States of HIV-1 Env.  Cell  2015

339. Wallace EW, Kear-Scott JL, Pilipenko EV, Schwartz MH, Laskowski PR, Rojek AE, Katanski CD, Riback JA, Dion MF, Franks AM, Airoldi EM, Pan T, Budnik BA, Drummond DA  Reversible, Specific, Active Aggregates of Endogenous Proteins Assemble upon Heat Stress.  Cell  2015

340. Knecht ZA, Gaudet R, Garrity PA  The Touching Tail of a Mechanotransduction Channel.  Cell  2015

341. Curreli F, Kwon YD, Zhang H, Scacalossi D, Belov DS, Tikhonov AA, Andreev IA, Altieri A, Kurkin AV, Kwong PD, Debnath AK  Structure-Based Design of a Small Molecule CD4-Antagonist with Broad Spectrum Anti-HIV-1 Activity.  Journal of medicinal chemistry  2015

342. Ni TW, Staicu LC, Nemeth RS, Schwartz CL, Crawford D, Seligman JD, Hunter WJ, Pilon-Smits EA, Ackerson CJ  Progress toward clonable inorganic nanoparticles.  Nanoscale  2015

343. Verma V, Mallik L, Hariadi RF, Sivaramakrishnan S, Skiniotis G, Joglekar AP  Using Protein Dimers to Maximize the Protein Hybridization Efficiency with Multisite DNA Origami Scaffolds.  PloS one  2015

344. Moody MA, Gao F, Gurley TC, Amos JD, Kumar A, Hora B, Marshall DJ, Whitesides JF, Xia SM, Parks R, Lloyd KE, Hwang KK, Lu X, Bonsignori M, Finzi A, Vandergrift NA, Alam SM, Ferrari G, Shen X, Tomaras GD, Kamanga G, Cohen MS, Sam NE, Kapiga S, Gray ES, Tumba NL, Morris L, Zolla-Pazner S, Gorny MK, Mascola JR, Hahn BH, Shaw GM, Sodroski JG, Liao HX, Montefiori DC, Hraber PT, Korber BT, Haynes BF  Strain-Specific V3 and CD4 Binding Site Autologous HIV-1 Neutralizing Antibodies Select Neutralization-Resistant Viruses.  Cell host & microbe  2015

345. Rodriguez JA, Ivanova MI, Sawaya MR, Cascio D, Reyes FE, Shi D, Sangwan S, Guenther EL, Johnson LM, Zhang M, Jiang L, Arbing MA, Nannenga BL, Hattne J, Whitelegge J, Brewster AS, Messerschmidt M, Boutet S, Sauter NK, Gonen T, Eisenberg DS  Structure of the toxic core of α-synuclein from invisible crystals.  Nature  2015

346. Indzhykulian AA, Corey DP  In the Right Place at the Right Time: Is TMC1/2 the Transduction Channel for Hearing?  Cell reports  2015

347. Fung HY, Fu SC, Brautigam CA, Chook YM  Structural determinants of nuclear export signal orientation in binding CRM1.  eLife  2015

348. Bae B, Feklistov A, Lass-Napiorkowska A, Landick R, Darst SA  Structure of a bacterial RNA polymerase holoenzyme open promoter complex.  eLife  2015

349. Teplova M, Farazi TA, Tuschl T, Patel DJ  Structural basis underlying CAC RNA recognition by the RRM domain of dimeric RNA-binding protein RBPMS.  Quarterly reviews of biophysics  2015

350. Schmidt M, Rohou A, Lasker K, Yadav JK, Schiene-Fischer C, Fändrich M, Grigorieff N  Peptide dimer structure in an Aβ(1-42) fibril visualized with cryo-EM.  Proceedings of the National Academy of Sciences of the United States of America  2015

351. Bae B, Chen J, Davis E, Leon K, Darst SA, Campbell EA  CarD uses a minor groove wedge mechanism to stabilize the RNA polymerase open promoter complex.  eLife  2015

352. Achar YJ, Balogh D, Neculai D, Juhasz S, Morocz M, Gali H, Dhe-Paganon S, Venclovas Č, Haracska L  Human HLTF mediates postreplication repair by its HIRAN domain-dependent replication fork remodelling.  Nucleic acids research  2015

353. Boeszoermenyi A, Nagy HM, Arthanari H, Pillip CJ, Lindermuth H, Luna RE, Wagner G, Zechner R, Zangger K, Oberer M  Structure of a CGI-58 Motif Provides the Molecular Basis of Lipid Droplet Anchoring.  The Journal of biological chemistry  2015

354. Chen HC, Kanai M, Inoue-Yamauchi A, Tu HC, Huang Y, Ren D, Kim H, Takeda S, Reyna DE, Chan PM, Ganesan YT, Liao CP, Gavathiotis E, Hsieh JJ, Cheng EH  An interconnected hierarchical model of cell death regulation by the BCL-2 family.  Nature cell biology  2015

355. des Georges A, Dhote V, Kuhn L, Hellen CU, Pestova TV, Frank J, Hashem Y  Structure of mammalian eIF3 in the context of the 43S preinitiation complex.  Nature  2015

356. van der Cruijsen EA, Koers EJ, Sauvée C, Hulse RE, Weingarth M, Ouari O, Perozo E, Tordo P, Baldus M  Biomolecular DNP-Supported NMR Spectroscopy using Site-Directed Spin Labeling.  Chemistry (Weinheim an der Bergstrasse, Germany)  2015

357. Stockbridge RB, Kolmakova-Partensky L, Shane T, Koide A, Koide S, Miller C, Newstead S  Crystal structures of a double-barrelled fluoride ion channel.  Nature  2015

358. Fotiou E, Martin-Almedina S, Simpson MA, Lin S, Gordon K, Brice G, Atton G, Jeffery I, Rees DC, Mignot C, Vogt J, Homfray T, Snyder MP, Rockson SG, Jeffery S, Mortimer PS, Mansour S, Ostergaard P  Novel mutations in PIEZO1 cause an autosomal recessive generalized lymphatic dysplasia with non-immune hydrops fetalis.  Nature communications  2015

359. Krarup A, Truan D, Furmanova-Hollenstein P, Bogaert L, Bouchier P, Bisschop IJ, Widjojoatmodjo MN, Zahn R, Schuitemaker H, McLellan JS, Langedijk JP  A highly stable prefusion RSV F vaccine derived from structural analysis of the fusion mechanism.  Nature communications  2015

360. Bamford NC, Snarr BD, Gravelat FN, Little DJ, Lee MJ, Zacharias CA, Chabot JC, Geller AM, Baptista SD, Baker P, Robinson H, Howell PL, Sheppard DC  Sph3 is a glycoside hydrolase required for the biosynthesis of galactosaminogalactan in Aspergillus fumigates.  The Journal of biological chemistry  2015

361. Braun CR, Bird GH, Wühr M, Erickson BK, Rad R, Walensky LD, Gygi SP, Haas W  Generation of Multiple Reporter Ions from a Single Isobaric Reagent Increases Multiplexing Capacity for Quantitative Proteomics.  Analytical chemistry  2015

362. Meyer NH, Mayerhofer H, Tripsianes K, Blindow S, Barths D, Mewes A, Weimar T, Köhli T, Bade S, Madl T, Frey A, Haas H, Mueller-Dieckmann J, Sattler M, Schramm G  A Crystallin Fold in the Interleukin-4-inducing Principle of Schistosoma mansoni Eggs (IPSE/α-1) Mediates IgE Binding for Antigen-independent Basophil Activation.  The Journal of biological chemistry  2015

363. Kerr E, Doeven EH, Barbante GJ, Connell TU, Donnelly PS, Wilson DJ, Ashton TD, Pfeffer FM, Francis PS  Blue Electrogenerated Chemiluminescence from Water-Soluble Iridium Complexes Containing Sulfonated Phenylpyridine or Tetraethylene Glycol Derivatized Triazolylpyridine Ligands.  Chemistry (Weinheim an der Bergstrasse, Germany)  2015

364. Liang C, Wang Y, Murota Y, Liu X, Smith D, Siomi MC, Liu Q  TAF11 Assembles the RISC Loading Complex to Enhance RNAi Efficiency.  Molecular cell  2015

365. Hogan PG  Sphingomyelin, ORAI1 channels, and cellular Ca2+ signaling.  The Journal of general physiology  2015

366. Bothe JR, Tonelli M, Ali IK, Dai Z, Frederick RO, Westler WM, Markley JL  The Complex Energy Landscape of the Protein IscU.  Biophysical journal  2015

367. Lu YC, Nazarko OV, Sando R, Salzman GS, Südhof TC, Araç D  Structural Basis of Latrophilin-FLRT-UNC5 Interaction in Cell Adhesion.  Structure (London, England : 1993)  2015

368. Miller BR, Beese LS, Parish CA, Wu EY  The Closing Mechanism of DNA Polymerase I at Atomic Resolution.  Structure (London, England : 1993)  2015

369. Borowska MT, Dominik PK, Anghel SA, Kossiakoff AA, Keenan RJ  A YidC-like Protein in the Archaeal Plasma Membrane.  Structure (London, England : 1993)  2015

370. Dubrovsky A, Sorrentino S, Harapin J, Sapra KT, Medalia O  Developments in cryo-electron tomography for in situ structural analysis.  Archives of biochemistry and biophysics  2015

371. Singh SK, Sigworth FJ  Cryo-EM: Spinning the Micelles Away.  Structure (London, England : 1993)  2015

372. Westover KD, Loo BW, Gerber DE, Iyengar P, Choy H, Diehn M, Hughes R, Schiller J, Dowell J, Wardak Z, Sher D, Christie A, Xie XJ, Corona I, Sharma A, Wadsworth ME, Timmerman R  Precision Hypofractionated Radiation Therapy in Poor Performing Patients With Non-Small Cell Lung Cancer: Phase 1 Dose Escalation Trial.  International journal of radiation oncology, biology, physics  2015

373. Park J, Guggisberg AM, Odom AR, Tolia NH  Cap-domain closure enables diverse substrate recognition by the C2-type haloacid dehalogenase-like sugar phosphatase Plasmodium falciparum HAD1.  Acta crystallographica. Section D, Biological crystallography  2015

374. Andreas LB, Reese M, Eddy MT, Gelev V, Ni QZ, Miller EA, Emsley L, Pintacuda G, Chou JJ, Griffin RG  Structure and Mechanism of the Influenza A M218-60 Dimer of Dimers.  Journal of the American Chemical Society  2015

375. Tanaka SI, Takahashi T, Koide A, Ishihara S, Koikeda S, Koide S  Monobody-mediated alteration of enzyme specificity.  Nature chemical biology  2015

376. Jing J, He L, Sun A, Quintana A, Ding Y, Ma G, Tan P, Liang X, Zheng X, Chen L, Shi X, Zhang SL, Zhong L, Huang Y, Dong MQ, Walker CL, Hogan PG, Wang Y, Zhou Y  Proteomic mapping of ER-PM junctions identifies STIMATE as a regulator of Ca(2+) influx.  Nature cell biology  2015

377. Freiburger L, Sonntag M, Hennig J, Li J, Zou P, Sattler M  Efficient segmental isotope labeling of multi-domain proteins using Sortase A.  Journal of biomolecular NMR  2015

378. Wang F, Liu Z, Wang J, Tao J, Gong P, Bao X, Zhao Y, Wang Y  The interaction of 4-thiazolidinone derivatives containing indolin-2-one moiety with P-glycoprotein studied using K562 cell lines.  European journal of medicinal chemistry  2015

379. Howard J, Inusa B, Liossi C, Jacob E, Murphy PB, Hart N, Gavlak J, Sahota S, Chorozoglou M, Nwosu C, Gwam M, Gupta A, Rees DC, Thein SL, Reading IC, Kirkham FJ, Cheng MY  Prevention of Morbidity in sickle cell disease - qualitative outcomes, pain and quality of life in a randomised cross-over pilot trial of overnight supplementary oxygen and auto-adjusting continuous positive airways pressure (POMS2a): study protocol for a randomised controlled trial.  Trials  2015

380. Søndergaard MT, Tian X, Liu Y, Wang R, Chazin WJ, Chen SR, Overgaard MT  Arrhythmogenic Calmodulin Mutations Affect the Activation and Termination of Cardiac Ryanodine Receptor Mediated Ca2+ Release.  The Journal of biological chemistry  2015

381. Jennings LK, Storek KM, Ledvina HE, Coulon C, Marmont LS, Sadovskaya I, Secor PR, Tseng BS, Scian M, Filloux A, Wozniak DJ, Howell PL, Parsek MR  Pel is a cationic exopolysaccharide that cross-links extracellular DNA in the Pseudomonas aeruginosa biofilm matrix.  Proceedings of the National Academy of Sciences of the United States of America  2015

382. Hara M, Özkan E, Sun H, Yu H, Luo X  Structure of an intermediate conformer of the spindle checkpoint protein Mad2.  Proceedings of the National Academy of Sciences of the United States of America  2015

383. Yassine HM, Boyington JC, McTamney PM, Wei CJ, Kanekiyo M, Kong WP, Gallagher JR, Wang L, Zhang Y, Joyce MG, Lingwood D, Moin SM, Andersen H, Okuno Y, Rao SS, Harris AK, Kwong PD, Mascola JR, Nabel GJ, Graham BS  Hemagglutinin-stem nanoparticles generate heterosubtypic influenza protection.  Nature medicine  2015

384. Ingram JR, Knockenhauer KE, Markus BM, Mandelbaum J, Ramek A, Shan Y, Shaw DE, Schwartz TU, Ploegh HL, Lourido S  Allosteric activation of apicomplexan calcium-dependent protein kinases.  Proceedings of the National Academy of Sciences of the United States of America  2015

385. Kobashigawa Y, Amano S, Yokogawa M, Kumeta H, Morioka H, Inouye M, Schlessinger J, Inagaki F  Structural analysis of the mechanism of phosphorylation of a critical autoregulatory tyrosine residue in FGFR1 kinase domain.  Genes to cells : devoted to molecular & cellular mechanisms  2015

386. Brett TJ  CLCA1 and TMEM16A: the link towards a potential cure for airway diseases.  Expert review of respiratory medicine  2015

387. Du J, Johnson LM, Jacobsen SE, Patel DJ  DNA methylation pathways and their crosstalk with histone methylation.  Nature reviews. Molecular cell biology  2015

388. Lee YJ, Liu C, Liao M, Sukhova GK, Shirakawa J, Abdennour M, Iamarene K, Andre S, Inouye K, Clement K, Kulkarni RN, Banks AS, Libby P, Shi GP  Deficiency of FcϵR1 increases body weight gain but improves glucose tolerance in diet-induced obese mice.  Endocrinology  2015

389. Behnke MS, Khan A, Lauron EJ, Jimah JR, Wang Q, Tolia NH, Sibley LD  Rhoptry Proteins ROP5 and ROP18 Are Major Murine Virulence Factors in Genetically Divergent South American Strains of Toxoplasma gondii.  PLoS genetics  2015

390. Webster A, Li S, Hur JK, Wachsmuth M, Bois JS, Perkins EM, Patel DJ, Aravin AA  Aub and Ago3 Are Recruited to Nuage through Two Mechanisms to Form a Ping-Pong Complex Assembled by Krimper.  Molecular cell  2015

391. Biswas KH, Hartman KL, Yu CH, Harrison OJ, Song H, Smith AW, Huang WY, Lin WC, Guo Z, Padmanabhan A, Troyanovsky SM, Dustin ML, Shapiro L, Honig B, Zaidel-Bar R, Groves JT  E-cadherin junction formation involves an active kinetic nucleation process.  Proceedings of the National Academy of Sciences of the United States of America  2015

392. Hornsby M, Paduch M, Miersch S, Sääf A, Matsuguchi T, Lee B, Wypisniak K, Doak A, King D, Usatyuk S, Perry K, Lu V, Thomas W, Luke J, Goodman J, Hoey RJ, Lai D, Griffin C, Li Z, Vizeacoumar FJ, Dong D, Campbell E, Anderson S, Zhong N, Gräslund S, Koide S, Moffat J, Sidhu S, Kossiakoff A, Wells J  A High Through-put Platform for Recombinant Antibodies to Folded Proteins.  Molecular & cellular proteomics : MCP  2015

393. Wang H, Ducournau C, Saydaminova K, Richter M, Yumul R, Ho M, Carter D, Zubieta C, Fender P, Lieber A  Intracellular signaling and desmoglein 2 shedding triggered by human adenoviruses Ad3, Ad14, and Ad14P1.  Journal of virology  2015

394. Li X, Chomvong K, Yu VY, Liang JM, Lin Y, Cate JH  Cellobionic acid utilization: from Neurospora crassa to Saccharomyces cerevisiae.  Biotechnology for biofuels  2015

395. Bursztejn AC, Briggs TA, Del Toro Duany Y, Anderson BH, O'Sullivan J, Williams SG, Bodemer C, Fraitag S, Gebhard F, Leheup B, Lemelle I, Oojageer A, Raffo E, Schmitt E, Rice GI, Hur S, Crow YJ  Unusual cutaneous features associated with a heterozygous gain-of-function mutation in IFIH1: Aicardi-Goutières-Singleton-Merten overlapping syndrome.  The British journal of dermatology  2015

396. Prevato M, Ferlenghi I, Bonci A, Uematsu Y, Anselmi G, Giusti F, Bertholet S, Legay F, Telford JL, Settembre EC, Maione D, Cozzi R  Expression and Characterization of Recombinant, Tetrameric and Enzymatically Active Influenza Neuraminidase for the Setup of an Enzyme-Linked Lectin-Based Assay.  PloS one  2015

397. Gallant JN, Sheehan JH, Shaver TM, Bailey M, Lipson D, Chandramohan R, Red Brewer M, York SJ, Kris MG, Pietenpol JA, Ladanyi M, Miller VA, Ali SM, Meiler J, Lovly CM  EGFR kinase domain duplication (EGFR-KDD) is a novel oncogenic driver in lung cancer that is clinically responsive to afatinib.  Cancer discovery  2015

398. Kumar P, Magala P, Geiger-Schuller KR, Majumdar A, Tolman JR, Wolberger C  Role of a non-canonical surface of Rad6 in ubiquitin conjugating activity.  Nucleic acids research  2015

399. Hernandez AR, Shao Y, Hoshika S, Yang Z, Shelke SA, Herrou J, Kim HJ, Kim MJ, Piccirilli JA, Benner SA  A Crystal Structure of a Functional RNA Molecule Containing an Artificial Nucleobase Pair.  Angewandte Chemie (International ed. in English)  2015

400. Jones CP, Ferré-D'Amaré AR  Recognition of the bacterial alarmone ZMP through long-distance association of two RNA subdomains.  Nature structural & molecular biology  2015

401. Park E, Kim N, Ficarro SB, Zhang Y, Lee BI, Cho A, Kim K, Park AK, Park WY, Murray B, Meyerson M, Beroukhim R, Marto JA, Cho J, Eck MJ  Structure and mechanism of activity-based inhibition of the EGF receptor by Mig6.  Nature structural & molecular biology  2015

402. Zhu J, Zhu J, Bougie DW, Aster RH, Springer TA  Structural basis for quinine-dependent antibody binding to platelet integrin αIIbβ3.  Blood  2015

403. Zhou Q, Lai Y, Bacaj T, Zhao M, Lyubimov AY, Uervirojnangkoorn M, Zeldin OB, Brewster AS, Sauter NK, Cohen AE, Soltis SM, Alonso-Mori R, Chollet M, Lemke HT, Pfuetzner RA, Choi UB, Weis WI, Diao J, Südhof TC, Brunger AT  Architecture of the synaptotagmin-SNARE machinery for neuronal exocytosis.  Nature  2015

404. Kellerman DL, Simmons KS, Pedraza M, Piccirilli JA, York DM, Harris ME  Determination of hepatitis delta virus ribozyme N(-1) nucleobase and functional group specificity using internal competition kinetics.  Analytical biochemistry  2015

405. Mallis RJ, Reinherz EL, Wagner G, Arthanari H  Backbone resonance assignment of N15, N30 and D10 T cell receptor β subunits.  Biomolecular NMR assignments  2015

406. Lim SM, Xie T, Westover KD, Ficarro SB, Tae HS, Gurbani D, Sim T, Marto JA, Jänne PA, Crews CM, Gray NS  Development of small molecules targeting the pseudokinase Her3.  Bioorganic & medicinal chemistry letters  2015

407. Wert KJ, Bassuk AG, Wu WH, Gakhar L, Coglan D, Mahajan M, Wu S, Yang J, Lin CS, Tsang SH, Mahajan VB  CAPN5 mutation in hereditary uveitis: the R243L mutation increases calpain catalytic activity and triggers intraocular inflammation in a mouse model.  Human molecular genetics  2015

408. Zwerger M, Roschitzki-Voser H, Zbinden R, Denais C, Herrmann H, Lammerding J, Grütter MG, Medalia O  Altering lamina assembly identifies lamina-dependent and -independent functions for A-type lamins.  Journal of cell science  2015

409. Chao SW, Su MY, Chiou LC, Chen LC, Chang CI, Huang WJ  Total Synthesis of Hispidulin and the Structural Basis for Its Inhibition of Proto-oncogene Kinase Pim-1.  Journal of natural products  2015

410. Mehta AP, Abdelwahed SH, Fenwick MK, Hazra AB, Taga ME, Zhang Y, Ealick SE, Begley TP  Anaerobic 5-Hydroxybenzimidazole Formation from Aminoimidazole Ribotide: An Unanticipated Intersection of Thiamin and Vitamin B12 Biosynthesis.  Journal of the American Chemical Society  2015

411. Hargrove TY, Wawrzak Z, Lamb DC, Guengerich FP, Lepesheva GI  Structure-functional Characterization of Cytochrome P450 Sterol 14α-Demethylase (CYP51B) from Aspergillus fumigatus and Molecular Basis for the Development of Antifungal Drugs.  The Journal of biological chemistry  2015

412. Chen CS, Hong S, Indra I, Sergeeva AP, Troyanovsky RB, Shapiro L, Honig B, Troyanovsky SM  α-Catenin-mediated cadherin clustering couples cadherin and actin dynamics.  The Journal of cell biology  2015

413. Fosso MY, LeVine H, Green KD, Tsodikov OV, Garneau-Tsodikova S  Effects of structural modifications on the metal binding, anti-amyloid activity, and cholinesterase inhibitory activity of chalcones.  Organic & biomolecular chemistry  2015

414. Kang HB, Fan J, Lin R, Elf S, Ji Q, Zhao L, Jin L, Seo JH, Shan C, Arbiser JL, Cohen C, Brat D, Miziorko HM, Kim E, Abdel-Wahab O, Merghoub T, Fröhling S, Scholl C, Tamayo P, Barbie DA, Zhou L, Pollack BP, Fisher K, Kudchadkar RR, Lawson DH, Sica G, Rossi M, Lonial S, Khoury HJ, Khuri FR, Lee BH, Boggon TJ, He C, Kang S, Chen J  Metabolic Rewiring by Oncogenic BRAF V600E Links Ketogenesis Pathway to BRAF-MEK1 Signaling.  Molecular cell  2015

415. Liu H, Qu Q, Warrington R, Rice A, Cheng N, Yu H  Mitotic Transcription Installs Sgo1 at Centromeres to Coordinate Chromosome Segregation.  Molecular cell  2015

416. Martienssen R, Moazed D  RNAi and Heterochromatin Assembly.  Cold Spring Harbor perspectives in biology  2015

417. Huang W, Manglik A, Venkatakrishnan AJ, Laeremans T, Feinberg EN, Sanborn AL, Kato HE, Livingston KE, Thorsen TS, Kling RC, Granier S, Gmeiner P, Husbands SM, Traynor JR, Weis WI, Steyaert J, Dror RO, Kobilka BK  Structural insights into µ-opioid receptor activation.  Nature  2015

418. Fisher OS, Deng H, Liu D, Zhang Y, Wei R, Deng Y, Zhang F, Louvi A, Turk BE, Boggon TJ, Su B  Structure and vascular function of MEKK3-cerebral cavernous malformations 2 complex.  Nature communications  2015

419. Park E, Graziano BR, Zheng W, Garabedian M, Goode BL, Eck MJ  Structure of a Bud6/Actin Complex Reveals a Novel WH2-like Actin Monomer Recruitment Motif.  Structure (London, England : 1993)  2015

420. Run C, Yang Q, Liu Z, OuYang B, Chou JJ  Molecular Basis of MgATP Selectivity of the Mitochondrial SCaMC Carrier.  Structure (London, England : 1993)  2015

421. Ren A, Rajashankar KR, Patel DJ  Global RNA Fold and Molecular Recognition for a pfl Riboswitch Bound to ZMP, a Master Regulator of One-Carbon Metabolism.  Structure (London, England : 1993)  2015

422. McCulloch KM, McCranie EK, Smith JA, Sarwar M, Mathieu JL, Gitschlag BL, Du Y, Bachmann BO, Iverson TM  Oxidative cyclizations in orthosomycin biosynthesis expand the known chemistry of an oxygenase superfamily.  Proceedings of the National Academy of Sciences of the United States of America  2015

423. Singh S, Michalska K, Bigelow L, Endres M, Kharel MK, Babnigg G, Yennamalli RM, Bingman CA, Joachimiak A, Thorson JS, Phillips GN  Structural Characterization of CalS8, a TDP-alpha-D-Glucose Dehydrogenase Involved in Calicheamicin Aminodideoxypentose Biosynthesis.  The Journal of biological chemistry  2015

424. Zimmermann D, Santos A, Kovar DR, Rock RS  Actin Age Orchestrates Myosin-5 and Myosin-6 Run Lengths.  Current biology : CB  2015

425. Chao J, Enyedy I, Van Vloten K, Marcotte D, Guertin K, Hutchings R, Powell N, Jones H, Bohnert T, Peng CC, Silvian L, Hong VS, Little K, Banerjee D, Peng L, Taveras A, Viney JL, Fontenot J  Discovery of biaryl carboxylamides as potent RORγ inverse agonists.  Bioorganic & medicinal chemistry letters  2015

426. Owens GE, New DM, West AP, Bjorkman PJ  Anti-PolyQ Antibodies Recognize a Short PolyQ Stretch in Both Normal and Mutant Huntingtin Exon 1.  Journal of molecular biology  2015

427. Zhao H, Palencia A, Seiradake E, Ghaemi Z, Cusack S, Luthey-Schulten Z, Martinis S  Analysis of the Resistance Mechanism of a Benzoxaborole Inhibitor Reveals Insight into the Leucyl-tRNA Synthetase Editing Mechanism.  ACS chemical biology  2015

428. Buchner S, Schlundt A, Lassak J, Sattler M, Jung K  Structural and Functional Analysis of the Signal-Transducing Linker in the pH-Responsive One-Component System CadC of Escherichia coli.  Journal of molecular biology  2015

429. Schuler B, Meyer G, Peña D, Mullins OC, Gross L  Unraveling the Molecular Structures of Asphaltenes by Atomic Force Microscopy.  Journal of the American Chemical Society  2015

430. Herrou J, Willett JW, Crosson S  Structured and Dynamic Disordered Domains Regulate the Activity of a Multifunctional Anti-σ Factor.  mBio  2015

431. Jayakar SS, Zhou X, Savechenkov PY, Chiara DC, Desai R, Bruzik KS, Miller KW, Cohen JB  Positive and Negative Allosteric Modulation of an α1β3γ2 γ-Aminobutyric acid Type A (GABAA) Receptor by Binding to a Site in the Transmembrane Domain at the γ+-β- Interface.  The Journal of biological chemistry  2015

432. Funk MA, Marsh EN, Drennan CL  Substrate-bound Structures of Benzylsuccinate Synthase Reveal How Toluene is Activated in Anaerobic Hydrocarbon Degradation.  The Journal of biological chemistry  2015

433. Bhandari DM, Xu H, Nicolet Y, Fontecilla-Camps JC, Begley TP  Tryptophan Lyase (NosL): Mechanistic Insights from Substrate Analogues and Mutagenesis.  Biochemistry  2015

434. Louber J, Brunel J, Uchikawa E, Cusack S, Gerlier D  Kinetic discrimination of self/non-self RNA by the ATPase activity of RIG-I and MDA5.  BMC biology  2015

435. Combs DJ, Lu Z  Sphingomyelinase D inhibits store-operated Ca2+ entry in T lymphocytes by suppressing ORAI current.  The Journal of general physiology  2015

436. Wang L, Shi W, Joyce MG, Modjarrad K, Zhang Y, Leung K, Lees CR, Zhou T, Yassine HM, Kanekiyo M, Yang ZY, Chen X, Becker MM, Freeman M, Vogel L, Johnson JC, Olinger G, Todd JP, Bagci U, Solomon J, Mollura DJ, Hensley L, Jahrling P, Denison MR, Rao SS, Subbarao K, Kwong PD, Mascola JR, Kong WP, Graham BS  Evaluation of candidate vaccine approaches for MERS-CoV.  Nature communications  2015

437. Pozhidaeva AK, Mohni KN, Dhe-Paganon S, Arrowsmith CH, Weller SK, Korzhnev DM, Bezsonova I  Structural Characterization of Interaction between Human Ubiquitin Specific Protease 7 and Immediate Early Protein ICP0 of Herpes Simplex Virus-1.  The Journal of biological chemistry  2015

438. Yamamoto T, Lynch RM, Gautam R, Matus-Nicodemos R, Schmidt SD, Boswell KL, Darko S, Wong P, Sheng Z, Petrovas C, McDermott AB, Seder RA, Keele BF, Shapiro L, Douek DC, Nishimura Y, Mascola JR, Martin MA, Koup RA  Quality and quantity of TFH cells are critical for broad antibody development in SHIVAD8 infection.  Science translational medicine  2015

439. Vogt AD, Chakraborty P, Di Cera E  Kinetic Dissection of the Pre-existing Conformational Equilibrium in the Trypsin Fold.  The Journal of biological chemistry  2015

440. Schumann K, Lin S, Boyer E, Simeonov DR, Subramaniam M, Gate RE, Haliburton GE, Ye CJ, Bluestone JA, Doudna JA, Marson A  Generation of knock-in primary human T cells using Cas9 ribonucleoproteins.  Proceedings of the National Academy of Sciences of the United States of America  2015

441. Li JJ, Cao C, Fixsen SM, Young JM, Ono C, Bando H, Elde NC, Katsuma S, Dever TE, Sicheri F  Baculovirus protein PK2 subverts eIF2α kinase function by mimicry of its kinase domain C-lobe.  Proceedings of the National Academy of Sciences of the United States of America  2015

442. Czar MF, Zosel F, König I, Nettels D, Wunderlich B, Schuler B, Zarrine-Afsar A, Jockusch RA  Gas-Phase FRET Efficiency Measurements To Probe the Conformation of Mass-Selected Proteins.  Analytical chemistry  2015

443. Xiong Tan B, Brown CJ, Ferrer FJ, Yuen TY, Quah ST, Chan BH, Jansson AE, Teo HL, Nordlund P, Lane DP  Assessing the Efficacy of Mdm2/Mdm4-Inhibiting Stapled Peptides Using Cellular Thermal Shift Assays.  Scientific reports  2015

444. Han J, Chu J, Keung Chan W, Zhang J, Wang Y, Cohen JB, Victor A, Meisen WH, Kim SH, Grandi P, Wang QE, He X, Nakano I, Chiocca EA, Glorioso Iii JC, Kaur B, Caligiuri MA, Yu J  CAR-Engineered NK Cells Targeting Wild-Type EGFR and EGFRvIII Enhance Killing of Glioblastoma and Patient-Derived Glioblastoma Stem Cells.  Scientific reports  2015

445. Chung BK, Yudin AK  Disulfide-bridged peptide macrobicycles from nature.  Organic & biomolecular chemistry  2015

446. Quade N, Boehringer D, Leibundgut M, van den Heuvel J, Ban N  Cryo-EM structure of Hepatitis C virus IRES bound to the human ribosome at 3.9-Å resolution.  Nature communications  2015

447. Liang B, Surman S, Amaro-Carambot E, Kabatova B, Mackow N, Lingemann M, Yang L, McLellan JS, Graham BS, Kwong PD, Schaap-Nutt A, Collins PL, Munir S  Enhanced Neutralizing Antibody Response Induced by Respiratory Syncytial Virus Pre-fusion F Protein Expressed by a Vaccine Candidate.  Journal of virology  2015

448. Zoltowski BD  Resolving cryptic aspects of cryptochrome signaling.  Proceedings of the National Academy of Sciences of the United States of America  2015

449. Ma J, Domicevica L, Schnell JR, Biggin PC  Position and orientational preferences of drug-like compounds in lipid membranes: a computational and NMR approach.  Physical chemistry chemical physics : PCCP  2015

450. Merten H, Brandl F, Plückthun A, Zangemeister-Wittke U  Antibody-Drug Conjugates for Tumor Targeting-Novel Conjugation Chemistries and the Promise of non-IgG Binding Proteins.  Bioconjugate chemistry  2015

451. Cho H, Jeong DW, Liu Q, Yeo WS, Vogl T, Skaar EP, Chazin WJ, Bae T  Calprotectin Increases the Activity of the SaeRS Two Component System and Murine Mortality during Staphylococcus aureus Infections.  PLoS pathogens  2015

452. Sevy AM, Jacobs TM, Crowe JE, Meiler J  Design of Protein Multi-specificity Using an Independent Sequence Search Reduces the Barrier to Low Energy Sequences.  PLoS computational biology  2015

453. Gray C, Price CW, Lee CT, Dewald AH, Cline MA, McAnany CE, Columbus L, Mura C  Known structure, unknown function: An inquiry-based undergraduate biochemistry laboratory course.  Biochemistry and molecular biology education : a bimonthly publication of the International Union of Biochemistry and Molecular Biology  2015

454. König I, Zarrine-Afsar A, Aznauryan M, Soranno A, Wunderlich B, Dingfelder F, Stüber JC, Plückthun A, Nettels D, Schuler B  Single-molecule spectroscopy of protein conformational dynamics in live eukaryotic cells.  Nature methods  2015

455. Hilbert BJ, Hayes JA, Stone NP, Duffy CM, Sankaran B, Kelch BA  Structure and mechanism of the ATPase that powers viral genome packaging.  Proceedings of the National Academy of Sciences of the United States of America  2015

456. Shin Y, Du Y, Collier SE, Ohi MD, Lang MJ, Ohi R  Biased Brownian motion as a mechanism to facilitate nanometer-scale exploration of the microtubule plus end by a kinesin-8.  Proceedings of the National Academy of Sciences of the United States of America  2015

457. Bousquet J, Schunemann HJ, Fonseca J, Samolinski B, Bachert C, Canonica GW, Casale T, Cruz AA, Demoly P, Hellings P, Valiulis A, Wickman M, Zuberbier T, Bosnic-Anticevitch S, Bedbrook A, Bergmann KC, Caimmi D, Dahl R, Fokkens WJ, Grisle I, Lodrup Carlsen K, Mullol J, Muraro A, Palkonen S, Papadopoulos N, Passalacqua G, Ryan D, Valovirta E, Yorgancioglu A, Aberer W, Agache I, Adachi M, Akdis CA, Akdis M, Annesi-Maesano I, Ansotegui IJ, Anto JM, Arnavielle S, Arshad H, Baiardini I, Baigenzhin AK, Barbara C, Bateman ED, Beghé B, Bel EH, Ben Kheder A, Bennoor KS, Benson M, Bewick M, Bieber T, Bindslev-Jensen C, Bjermer L, Blain H, Boner AL, Boulet LP, Bonini M, Bonini S, Bosse I, Bourret R, Bousquet PJ, Braido F, Briggs AH, Brightling CE, Brozek J, Buhl R, Burney PG, Bush A, Caballero-Fonseca F, Calderon MA, Camargos P, Camuzat T, Carlsen KH, Carr W, Cepeda Sarabia AM, Chavannes NH, Chatzi L, Chen YZ, Chiron R, Chkhartishvili E, Chuchalin AG, Ciprandi G, Cirule I, Correia de Sousa J, Cox L, Crooks G, Costa DJ, Custovic A, Dahlen SE, Darsow U, De Carlo G, De Blay F, Dedeu T, Deleanu D, Denburg JA, Devillier P, Didier A, Dinh-Xuan AT, Dokic D, Douagui H, Dray G, Dubakiene R, Durham SR, Dykewicz MS, El-Gamal Y, Emuzyte R, Fink Wagner A, Fletcher M, Fiocchi A, Forastiere F, Gamkrelidze A, Gemicioğlu B, Gereda JE, González Diaz S, Gotua M, Grouse L, Guzmán MA, Haahtela T, Hellquist-Dahl B, Heinrich J, Horak F, Hourihane J, Howarth P, Humbert M, Hyland ME, Ivancevich JC, Jares EJ, Johnston SL, Joos G, Jonquet O, Jung KS, Just J, Kaidashev I, Kalayci O, Kalyoncu AF, Keil T, Keith PK, Khaltaev N, Klimek L, N'Goran BK, Kolek V, Koppelman GH, Kowalski ML, Kull I, Kuna P, Kvedariene V, Lambrecht B, Lau S, Larenas-Linnemann D, Laune D, Le L, Lieberman P, Lipworth B, Li J, Louis R, Magard Y, Magnan A, Mahboub B, Majer I, Makela MJ, Manning P, De Manuel Keenoy E, Marshall GD, , Maurer M, Mavale-Manuel S, Melén E, Melo-Gomes E, Meltzer EO, Merk H, Miculinic N, Mihaltan F, Milenkovic B, Mohammad Y, Molimard M, Momas I, Montilla-Santana A, Morais-Almeida M, Mösges R, Namazova-Baranova L, Naclerio R, Neou A, Neffen H, Nekam K, Niggemann B, Nyembue TD, O'Hehir RE, Ohta K, Okamoto Y, Okubo K, Ouedraogo S, Paggiaro P, Pali-Schöll I, Palmer S, Panzner P, Papi A, Park HS, Pavord I, Pawankar R, Pfaar O, Picard R, Pigearias B, Pin I, Plavec D, Pohl W, Popov TA, Portejoie F, Postma D, Potter P, Price D, Rabe KF, Raciborski F, Radier Pontal F, Repka-Ramirez S, Robalo-Cordeiro C, Rolland C, Rosado-Pinto J, Reitamo S, Rodenas F, Roman Rodriguez M, Romano A, Rosario N, Rosenwasser L, Rottem M, Sanchez-Borges M, Scadding GK, Serrano E, Schmid-Grendelmeier P, Sheikh A, Simons F, Sisul JC, Skrindo I, Smit HA, Solé D, Sooronbaev T, Spranger O, Stelmach R, Strandberg T, Sunyer J, Thijs C, Todo-Bom A, Triggiani M, Valenta R, Valero AL, van Hage M, Vandenplas O, Vezzani G, Vichyanond P, Viegi G, Wagenmann M, Walker S, Wang DY, Wahn U, Williams DM, Wright J, Yawn BP, Yiallouros PK, Yusuf OM, Zar HJ, Zernotti ME, Zhang L, Zhong N, Zidarn M, Mercier J  MACVIA-ARIA Sentinel NetworK for allergic rhinitis (MASK-rhinitis): The new generation guideline implementation.  Allergy  2015

458. Zhang L, Silva DA, Pardo-Avila F, Wang D, Huang X  Structural Model of RNA Polymerase II Elongation Complex with Complete Transcription Bubble Reveals NTP Entry Routes.  PLoS computational biology  2015

459. Obal G, Trajtenberg F, Carrión F, Tomé L, Larrieux N, Zhang X, Pritsch O, Buschiazzo A  Conformational plasticity of a native retroviral capsid revealed by x-ray crystallography.  Science (New York, N.Y.)  2015

460. Van Eps N, Caro LN, Morizumi T, Ernst OP  Characterizing rhodopsin signaling by EPR spectroscopy: from structure to dynamics.  Photochemical & photobiological sciences : Official journal of the European Photochemistry Association and the European Society for Photobiology  2015

461. Jégouzo SA, Feinberg H, Dungarwalla T, Drickamer K, Weis WI, Taylor ME  A Novel Mechanism for Binding of Galactose-terminated Glycans by the C-type Carbohydrate Recognition Domain in Blood Dendritic Cell Antigen 2.  The Journal of biological chemistry  2015

462. Noh KM, Wang H, Kim HR, Wenderski W, Fang F, Li CH, Dewell S, Hughes SH, Melnick AM, Patel DJ, Li H, Allis CD  Engineering of a Histone-Recognition Domain in Dnmt3a Alters the Epigenetic Landscape and Phenotypic Features of Mouse ESCs.  Molecular cell  2015

463. Murakami K, Mattei PJ, Davis RE, Jin H, Kaplan CD, Kornberg RD  Uncoupling Promoter Opening from Start-Site Scanning.  Molecular cell  2015

464. Barouch DH, Alter G, Broge T, Linde C, Ackerman ME, Brown EP, Borducchi EN, Smith KM, Nkolola JP, Liu J, Shields J, Parenteau L, Whitney JB, Abbink P, Ng'ang'a DM, Seaman MS, Lavine CL, Perry JR, Li W, Colantonio AD, Lewis MG, Chen B, Wenschuh H, Reimer U, Piatak M, Lifson JD, Handley SA, Virgin HW, Koutsoukos M, Lorin C, Voss G, Weijtens M, Pau MG, Schuitemaker H  Protective efficacy of adenovirus-protein vaccines against SIV challenges in rhesus monkeys.  Science (New York, N.Y.)  2015

465. Ji W, Li Y, He Y, Yin M, Zhou HJ, Boggon TJ, Zhang H, Min W  AIP1 expression in tumor niche suppresses tumor progression and metastasis.  Cancer research  2015

466. Johnson CA, Hudson GA, Hardebeck LK, Jolley EA, Ren Y, Lewis M, Znosko BM  Effect of intercalator substituent and nucleotide sequence on the stability of DNA- and RNA-naphthalimide complexes.  Bioorganic & medicinal chemistry  2015

467. Hattne J, Reyes FE, Nannenga BL, Shi D, de la Cruz MJ, Leslie AG, Gonen T  MicroED data collection and processing.  Acta crystallographica. Section A, Foundations and advances  2015

468. Yadav RP, Majumder A, Gakhar L, Artemyev NO  Extended Conformation of the Proline-rich Domain of Human Aryl Hydrocarbon Receptor-Interacting Protein-like 1: Implications for Retina Disease.  Journal of neurochemistry  2015

469. Trésaugues L, Lundbäck T, Welin M, Flodin S, Nyman T, Silvander C, Gräslund S, Nordlund P  Structural Basis for the Specificity of Human NUDT16 and Its Regulation by Inosine Monophosphate.  PloS one  2015

470. Koshikawa N, Hoshino D, Taniguchi H, Minegishi T, Tomari T, Nam SO, Aoki M, Sueta T, Nakagawa T, Miyamoto S, Nabeshima K, Weaver AM, Seiki M  Proteolysis of EphA2 converts it from a tumor suppressor to an oncoprotein.  Cancer research  2015

471. Wang L, Zhou Y, Xu L, Xiao R, Lu X, Chen L, Chong J, Li H, He C, Fu XD, Wang D  Molecular basis for 5-carboxycytosine recognition by RNA polymerase II elongation complex.  Nature  2015

472. Kovacs E, Das R, Wang Q, Collier TS, Cantor A, Huang Y, Wong K, Mirza A, Barros T, Grob P, Jura N, Bose R, Kuriyan J  Analysis of the role of the C-terminal tail in the regulation of the epidermal growth factor receptor.  Molecular and cellular biology  2015

473. Marcon E, Jain H, Bhattacharya A, Guo H, Phanse S, Pu S, Byram G, Collins BC, Dowdell E, Fenner M, Guo X, Hutchinson A, Kennedy JJ, Krastins B, Larsen B, Lin ZY, Lopez MF, Loppnau P, Miersch S, Nguyen T, Olsen JB, Paduch M, Ravichandran M, Seitova A, Vadali G, Vogelsang MS, Whiteaker JR, Zhong G, Zhong N, Zhao L, Aebersold R, Arrowsmith CH, Emili A, Frappier L, Gingras AC, Gstaiger M, Paulovich AG, Koide S, Kossiakoff AA, Sidhu SS, Wodak SJ, Gräslund S, Greenblatt JF, Edwards AM  Assessment of a method to characterize antibody selectivity and specificity for use in immunoprecipitation.  Nature methods  2015

474. Sohl CD, Szymanski MR, Mislak AC, Shumate CK, Amiralaei S, Schinazi RF, Anderson KS, Yin YW  Probing the structural and molecular basis of nucleotide selectivity by human mitochondrial DNA polymerase γ.  Proceedings of the National Academy of Sciences of the United States of America  2015

475. Willett JW, Herrou J, Briegel A, Rotskoff G, Crosson S  Structural asymmetry in a conserved signaling system that regulates division, replication, and virulence of an intracellular pathogen.  Proceedings of the National Academy of Sciences of the United States of America  2015

476. Beabout K, Hammerstrom TG, Perez AM, Magalhães BF, Prater AG, Clements TP, Arias CA, Saxer G, Shamoo Y  The ribosomal S10 protein is a general target for decreased tigecycline susceptibility.  Antimicrobial agents and chemotherapy  2015

477. Peters JK, Toor N  Group II Intron Lariat: Structural insights into the spliceosome.  RNA biology  2015

478. Kukshal V, Kim IK, Hura GL, Tomkinson AE, Tainer JA, Ellenberger T  Human DNA ligase III bridges two DNA ends to promote specific intermolecular DNA end joining.  Nucleic acids research  2015

479. Eibauer M, Pellanda M, Turgay Y, Dubrovsky A, Wild A, Medalia O  Structure and gating of the nuclear pore complex.  Nature communications  2015

480. Hu YJ, Belaghzal H, Hsiao WY, Qi J, Bradner JE, Guertin DA, Sif S, Imbalzano AN  Transcriptional and post-transcriptional control of adipocyte differentiation by Jumonji domain-containing protein 6.  Nucleic acids research  2015

481. Jiang F, Zhou K, Ma L, Gressel S, Doudna JA  STRUCTURAL BIOLOGY. A Cas9-guide RNA complex preorganized for target DNA recognition.  Science (New York, N.Y.)  2015

482. Mersch D, Lee CY, Zhang JZ, Brinkert K, Fontecilla-Camps JC, Rutherford AW, Reisner E  Wiring of Photosystem II to Hydrogenase for Photoelectrochemical Water Splitting.  Journal of the American Chemical Society  2015

483. Trinchera P, Corless VB, Yudin AK  Synthesis of Previously Inaccessible Borylated Heterocycle Motifs Using Novel Boron-Containing Amphoteric Molecules.  Angewandte Chemie (International ed. in English)  2015

484. Chen J, Kovacs JM, Peng H, Rits-Volloch S, Lu J, Park D, Zablowsky E, Seaman MS, Chen B  Effect of the cytoplasmic domain on antigenic characteristics of HIV-1 envelope glycoprotein.  Science (New York, N.Y.)  2015

485. Gibson MI, Brignole EJ, Pierce E, Can M, Ragsdale SW, Drennan CL  The Structure of an Oxalate Oxidoreductase Provides Insight into Microbial 2-Oxoacid Metabolism.  Biochemistry  2015

486. Hung VK, Yeung PK, Lai AK, Ho MC, Lo AC, Chan KC, Wu EX, Chung SS, Cheung CW, Chung SK  Selective astrocytic endothelin-1 overexpression contributes to dementia associated with ischemic stroke by exaggerating astrocyte-derived amyloid secretion.  Journal of cerebral blood flow and metabolism : official journal of the International Society of Cerebral Blood Flow and Metabolism  2015

487. Bigalke JM, Heldwein EE  The great (nuclear) escape: new insights into the role of the nuclear egress complex of herpesviruses.  Journal of virology  2015

488. Ramirez-Correa GA, Ma J, Slawson C, Zeidan Q, Lugo-Fagundo NS, Xu M, Shen X, Gao WD, Caceres V, Chakir K, DeVine L, Cole R, Marchionni L, Paolocci N, Hart GW, Murphy AM  Removal of Abnormal Myofilament O-GlcNAcylation Restores Ca2+ Sensitivity in Diabetic Cardiac Muscle.  Diabetes  2015

489. Woodcroft MW, Nanan K, Thompson P, Tyryshkin K, Smith SP, Slany RK, LeBrun DP  Retrovirus-Mediated Expression of E2A-PBX1 Blocks Lymphoid Fate but Permits Retention of Myeloid Potential in Early Hematopoietic Progenitors.  PloS one  2015

490. Katt WP, Cerione RA  Less than the sum of its parts, a leinamycin precursor has superior properties.  Proceedings of the National Academy of Sciences of the United States of America  2015

491. Wang F, Singh S, Xu W, Helmich KE, Miller MD, Cao H, Bingman CA, Thorson JS, Phillips GN  Structural Basis for the Stereochemical Control of Amine Installation in Nucleotide Sugar Aminotransferases.  ACS chemical biology  2015

492. Stewart-Jones GB, Thomas PV, Chen M, Druz A, Joyce MG, Kong WP, Sastry M, Soto C, Yang Y, Zhang B, Chen L, Chuang GY, Georgiev IS, McLellan JS, Srivatsan S, Zhou T, Baxa U, Mascola JR, Graham BS, Kwong PD  A Cysteine Zipper Stabilizes a Pre-Fusion F Glycoprotein Vaccine for Respiratory Syncytial Virus.  PloS one  2015

493. Jang KS, Nani RR, Kalli A, Levin S, Müller A, Hess S, Reisman SE, Clemons WM  A cationic cysteine-hydrazide as an enrichment tool for the mass spectrometric characterization of bacterial free oligosaccharides.  Analytical and bioanalytical chemistry  2015

494. Bai Y, McCoy JG, Levin EJ, Sobrado P, Rajashankar KR, Fox BG, Zhou M  X-ray structure of a mammalian stearoyl-CoA desaturase.  Nature  2015

495. Do Kwon Y, Pancera M, Acharya P, Georgiev IS, Crooks ET, Gorman J, Joyce MG, Guttman M, Ma X, Narpala S, Soto C, Terry DS, Yang Y, Zhou T, Ahlsen G, Bailer RT, Chambers M, Chuang GY, Doria-Rose NA, Druz A, Hallen MA, Harned A, Kirys T, Louder MK, O'Dell S, Ofek G, Osawa K, Prabhakaran M, Sastry M, Stewart-Jones GB, Stuckey J, Thomas PV, Tittley T, Williams C, Zhang B, Zhao H, Zhou Z, Donald BR, Lee LK, Zolla-Pazner S, Baxa U, Schön A, Freire E, Shapiro L, Lee KK, Arthos J, Munro JB, Blanchard SC, Mothes W, Binley JM, McDermott AB, Mascola JR, Kwong PD  Crystal structure, conformational fixation and entry-related interactions of mature ligand-free HIV-1 Env.  Nature structural & molecular biology  2015

496. Wang J, Sun C, Gerdes N, Liu C, Liao M, Liu J, Shi MA, He A, Zhou Y, Sukhova GK, Chen H, Cheng XW, Kuzuya M, Murohara T, Zhang J, Cheng X, Jiang M, Shull GE, Rogers S, Yang CL, Ke Q, Jelen S, Bindels R, Ellison DH, Jarolim P, Libby P, Shi GP  Interleukin 18 function in atherosclerosis is mediated by the interleukin 18 receptor and the Na-Cl co-transporter.  Nature medicine  2015

497. Gordon WR, Zimmerman B, He L, Miles LJ, Huang J, Tiyanont K, McArthur DG, Aster JC, Perrimon N, Loparo JJ, Blacklow SC  Mechanical Allostery: Evidence for a Force Requirement in the Proteolytic Activation of Notch.  Developmental cell  2015

498. Tang XC, Marasco WA  Human neutralizing antibodies against MERS coronavirus: implications for future immunotherapy.  Immunotherapy  2015

499. Suarez IP, Burdisso P, Benoit MP, Boisbouvier J, Rasia RM  Induced folding in RNA recognition by Arabidopsis thaliana DCL1.  Nucleic acids research  2015

500. Baxa MC, Yu W, Adhikari AN, Ge L, Xia Z, Zhou R, Freed KF, Sosnick TR  Even with nonnative interactions, the updated folding transition states of the homologs Proteins G & L are extensive and similar.  Proceedings of the National Academy of Sciences of the United States of America  2015

501. Cooley RB, Smith TJ, Leung W, Tierney V, Borlee BR, O'Toole GA, Sondermann H  Cyclic di-GMP-regulated periplasmic proteolysis of a Pseudomonas aeruginosa type Vb secretion system substrate.  Journal of bacteriology  2015

502. Fletcher AJ, Christensen DE, Nelson C, Tan CP, Schaller T, Lehner PJ, Sundquist WI, Towers GJ  TRIM5α requires Ube2W to anchor Lys63-linked ubiquitin chains and restrict reverse transcription.  The EMBO journal  2015

503. Gaviria-Agudelo C, Aroh C, Tareen N, Wakeland EK, Kim M, Copley LA  Genomic Heterogeneity of Methicillin Resistant Staphylococcus aureus Associated with Variation in Severity of Illness among Children with Acute Hematogenous Osteomyelitis.  PloS one  2015

504. Gonen S, DiMaio F, Gonen T, Baker D  PROTEIN DESIGN. Design of ordered two-dimensional arrays mediated by noncovalent protein-protein interfaces.  Science (New York, N.Y.)  2015

505. Wei N, Oh EJ, Million G, Cate JH, Jin YS  Simultaneous Utilization of Cellobiose, Xylose, and Acetic Acid from Lignocellulosic Biomass for Biofuel Production by an Engineered Yeast Platform.  ACS synthetic biology  2015

506. Sundquist WI, Ullman KS  CELL BIOLOGY. An ESCRT to seal the envelope.  Science (New York, N.Y.)  2015

507. Chou CC, Wang AH  Structural D/E-rich repeats play multiple roles especially in gene regulation through DNA/RNA mimicry.  Molecular bioSystems  2015

508. Lu Z, Beckstead AA, Kohler B, Matsika S  Excited State Relaxation of Neutral and Basic 8-Oxoguanine.  The journal of physical chemistry. B  2015

509. Karamysheva Z, Díaz-Martínez LA, Warrington R, Yu H  Graded requirement for the spliceosome in cell cycle progression.  Cell cycle (Georgetown, Tex.)  2015

510. Dosenovic P, von Boehmer L, Escolano A, Jardine J, Freund NT, Gitlin AD, McGuire AT, Kulp DW, Oliveira T, Scharf L, Pietzsch J, Gray MD, Cupo A, van Gils MJ, Yao KH, Liu C, Gazumyan A, Seaman MS, Björkman PJ, Sanders RW, Moore JP, Stamatatos L, Schief WR, Nussenzweig MC  Immunization for HIV-1 Broadly Neutralizing Antibodies in Human Ig Knockin Mice.  Cell  2015

511. Kile AC, Chavez DA, Bacal J, Eldirany S, Korzhnev DM, Bezsonova I, Eichman BF, Cimprich KA  HLTF's Ancient HIRAN Domain Binds 3' DNA Ends to Drive Replication Fork Reversal.  Molecular cell  2015

512. Neumann W, Xu S, Sárosi MB, Scholz MS, Crews BC, Ghebreselasie K, Banerjee S, Marnett LJ, Hey-Hawkins HC  nido-Dicarbaborate Induces Potent and Selective Inhibition of Cyclooxygenase-2.  ChemMedChem  2015

513. Dreier TA, Ackerson CJ  Radicals Are Required for Thiol Etching of Gold Particles.  Angewandte Chemie (International ed. in English)  2015

514. Inoue T, Dosey A, Herbstman JF, Ravindran MS, Skiniotis G, Tsai B  The ERdj5 reductase cooperates with PDI to promote SV40 ER membrane translocation.  Journal of virology  2015

515. Stavros KM, Hawkins EK, Rizzo CJ, Stone MP  Base-Displaced Intercalated Conformation of the 2-Amino-3-methylimidazo[4,5-f]quinoline N(2)-dG DNA Adduct Positioned at the Nonreiterated G(1) in the NarI Restriction Site.  Chemical research in toxicology  2015

516. Gohain N, Tolbert WD, Acharya P, Yu L, Liu T, Zhao P, Orlandi C, Visciano ML, Kamin-Lewis R, Sajadi MM, Martin L, Robinson JE, Kwong PD, DeVico AL, Ray K, Lewis GK, Pazgier M  Co-crystal structures of antibody N60-i3 and antibody JR4 in complex with gp120 define more Cluster A epitopes involved in effective antibody-dependent effector function against HIV-1.  Journal of virology  2015

517. Maro GS, Gao S, Olechwier AM, Hung WL, Liu M, Özkan E, Zhen M, Shen K  MADD-4/Punctin and Neurexin Organize C. elegans GABAergic Postsynapses through Neuroligin.  Neuron  2015

518. Patel V, Dahlroth SL, Rajakannan V, Ho HT, Cornvik T, Nordlund P  Structure of C-Terminal Domain of the Multifunctional ICP27 Protein from Herpes Simplex Virus-1.  Journal of virology  2015

519. Knockenhauer KE, Schwartz TU  Structural Characterization of Bardet-Biedl Syndrome 9 Protein (BBS9).  The Journal of biological chemistry  2015

520. Zaretsky S, Rai V, Gish G, Forbes MW, Kofler M, Yu JC, Tan J, Hickey JL, Pawson T, Yudin AK  Twisted amide electrophiles enable cyclic peptide sequencing.  Organic & biomolecular chemistry  2015

521. Spiess K, Jeppesen MG, Malmgaard-Clausen M, Krzywkowski K, Dulal K, Cheng T, Hjortø GM, Larsen O, Burg JS, Jarvis MA, Garcia KC, Zhu H, Kledal TN, Rosenkilde MM  Rationally designed chemokine-based toxin targeting the viral G protein-coupled receptor US28 potently inhibits cytomegalovirus infection in vivo.  Proceedings of the National Academy of Sciences of the United States of America  2015

522. Ingale J, Tran K, Kong L, Dey B, McKee K, Schief W, Kwong PD, Mascola JR, Wyatt RT  Correction for ingale et Al., hyperglycosylated stable core immunogens designed to present the CD4 binding site are preferentially recognized by broadly neutralizing antibodies.  Journal of virology  2015

523. Ariyakumaran R, Pokrovskaya V, Little DJ, Howell PL, Nitz M  Direct Staudinger-Phosphonite Reaction Provides Methylphosphonamidates as Inhibitors of CE4 De-N-acetylases.  Chembiochem : a European journal of chemical biology  2015

524. Roux D, Cywes-Bentley C, Zhang YF, Pons S, Konkol M, Kearns DB, Little DJ, Howell PL, Skurnik D, Pier GB  Identification of Poly-N-acetyl Glucosamine as a Major Polysaccharide Component of the Bacillus Subtilis Biofilm Matrix.  The Journal of biological chemistry  2015

525. Chang DK, Moniz RJ, Xu Z, Sun J, Signoretti S, Zhu Q, Marasco WA  Human anti-CAIX antibodies mediate immune cell inhibition of renal cell carcinoma in vitro and in a humanized mouse model in vivo.  Molecular cancer  2015

526. Lei I, West J, Yan Z, Gao X, Fang P, Dennis JH, Gnatovskiy L, Wang W, Kingston RE, Wang Z  BAF250a regulates nucleosome occupancy and histone modifications in priming embryonic stem cell differentiation.  The Journal of biological chemistry  2015

527. Ji Z, Gao H, Yu H  Kinetochore attachment sensed by competitive Mps1 and microtubule binding to Ndc80C.  Science (New York, N.Y.)  2015

528. Li J, Newhall J, Ishiyama N, Gottardi C, Ikura M, Leckband DE, Tajkhorshid E  Structural Determinants of the Mechanical Stability of Alpha Catenin.  The Journal of biological chemistry  2015

529. Wu J, Liu W, Gong P  A Structural Overview of RNA-Dependent RNA Polymerases from the Flaviviridae Family.  International journal of molecular sciences  2015

530. Freed DM, Alvarado D, Lemmon MA  Ligand regulation of a constitutively dimeric EGF receptor.  Nature communications  2015

531. Yee A, Oleskie AN, Dosey AM, Kretz CA, Gildersleeve RD, Dutta S, Su M, Ginsburg D, Skiniotis G  Visualization of an N-terminal fragment of von Willebrand factor in complex with factor VIII.  Blood  2015

532. Chiu PL, Bou-Assaf GM, Chhabra ES, Chambers MG, Peters RT, Kulman JD, Walz T  Mapping the interaction between factor VIII and von Willebrand factor by electron microscopy and mass spectrometry.  Blood  2015

533. Rad-Malekshahi M, Visscher KM, Rodrigues JP, de Vries R, Hennink WE, Baldus M, Bonvin AM, Mastrobattista E, Weingarth M  The Supramolecular Organization of a Peptide-Based Nanocarrier at High Molecular Detail.  Journal of the American Chemical Society  2015

534. Richter V, Singh AP, Kvansakul M, Ryan MT, Osellame LD  Splitting up the powerhouse: structural insights into the mechanism of mitochondrial fission.  Cellular and molecular life sciences : CMLS  2015

535. Singh S, Kim Y, Wang F, Bigelow L, Endres M, Kharel MK, Babnigg G, Bingman CA, Joachimiak A, Thorson JS, Phillips GN  Structural characterization of AtmS13, a putative sugar aminotransferase involved in indolocarbazole AT2433 aminopentose biosynthesis.  Proteins  2015

536. Wedeh G, Cerny-Reiterer S, Eisenwort G, Herrmann H, Blatt K, Hadzijusufovic E, Sadovnik I, Müllauer L, Schwaab J, Hoffmann T, Bradner JE, Radia D, Sperr WR, Hoermann G, Reiter A, Horny HP, Zuber J, Arock M, Valent P  Identification of bromodomain-containing protein 4 (BRD4) as a novel marker and epigenetic target in mast cell leukemia.  Leukemia  2015

537. Hubin EA, Tabib-Salazar A, Humphrey LJ, Flack JE, Olinares PD, Darst SA, Campbell EA, Paget MS  Structural, functional, and genetic analyses of the actinobacterial transcription factor RbpA.  Proceedings of the National Academy of Sciences of the United States of America  2015

538. Beabout K, Hammerstrom TG, Wang TT, Bhatty M, Christie PJ, Saxer G, Shamoo Y  Rampant parasexuality evolves in a hospital pathogen during antibiotic selection.  Molecular biology and evolution  2015

539. Zhang T, Barclay L, Walensky LD, Saghatelian A  Regulation of mitochondrial ceramide distribution by members of the BCL-2 family.  Journal of lipid research  2015

540. Zackular JP, Chazin WJ, Skaar EP  Nutritional Immunity: S100 Proteins at the Host-Pathogen Interface.  The Journal of biological chemistry  2015

541. Boopathy S, Silvas TV, Tischbein M, Jansen S, Shandilya SM, Zitzewitz JA, Landers JE, Goode BL, Schiffer CA, Bosco DA  Structural basis for mutation-induced destabilization of profilin 1 in ALS.  Proceedings of the National Academy of Sciences of the United States of America  2015

542. Mallis RJ, Bai K, Arthanari H, Hussey RE, Handley M, Li Z, Chingozha L, Duke-Cohan JS, Lu H, Wang JH, Zhu C, Wagner G, Reinherz EL  Pre-TCR ligand binding impacts thymocyte development before αβTCR expression.  Proceedings of the National Academy of Sciences of the United States of America  2015

543. Hennig J, Sattler M  Deciphering the protein-RNA recognition code: Combining large-scale quantitative methods with structural biology.  BioEssays : news and reviews in molecular, cellular and developmental biology  2015

544. Yoon H, Macke J, West AP, Foley B, Bjorkman PJ, Korber B, Yusim K  CATNAP: a tool to compile, analyze and tally neutralizing antibody panels.  Nucleic acids research  2015

545. Gerlach P, Malet H, Cusack S, Reguera J  Structural Insights into Bunyavirus Replication and Its Regulation by the vRNA Promoter.  Cell  2015

546. Koh J, Blobel G  Allosteric Regulation in Gating the Central Channel of the Nuclear Pore Complex.  Cell  2015

547. Stelter P, Huber FM, Kunze R, Flemming D, Hoelz A, Hurt E  Coordinated Ribosomal L4 Protein Assembly into the Pre-Ribosome Is Regulated by Its Eukaryote-Specific Extension.  Molecular cell  2015

548. O'Day E, Le MT, Imai S, Tan SM, Kirchner R, Arthanari H, Hofmann O, Wagner G, Lieberman J  An RNA-binding protein, Lin28, recognizes and remodels G-quartets in the miRNAs and mRNAs it regulates.  The Journal of biological chemistry  2015

549. Deatherage CL, Lu Z, Kim JH, Sanders CR  Notch Transmembrane Domain: Secondary Structure and Topology.  Biochemistry  2015

550. Wallace EW, Drummond DA  Dying mRNA Tells a Story of Its Life.  Cell  2015

551. Zhou T, Lynch RM, Chen L, Acharya P, Wu X, Doria-Rose NA, Joyce MG, Lingwood D, Soto C, Bailer RT, Ernandes MJ, Kong R, Longo NS, Louder MK, McKee K, O'Dell S, Schmidt SD, Tran L, Yang Z, Druz A, Luongo TS, Moquin S, Srivatsan S, Yang Y, Zhang B, Zheng A, Pancera M, Kirys T, Georgiev IS, Gindin T, Peng HP, Yang AS, NISC Comparative Sequencing Program, Mullikin JC, Gray MD, Stamatatos L, Burton DR, Koff WC, Cohen MS, Haynes BF, Casazza JP, Connors M, Corti D, Lanzavecchia A, Sattentau QJ, Weiss RA, West AP, Bjorkman PJ, Scheid JF, Nussenzweig MC, Shapiro L, Mascola JR, Kwong PD  Structural Repertoire of HIV-1-Neutralizing Antibodies Targeting the CD4 Supersite in 14 Donors.  Cell  2015

552. Hinshaw SM, Makrantoni V, Kerr A, Marston AL, Harrison SC  Structural evidence for Scc4-dependent localization of cohesin loading.  eLife  2015

553. Gutmanas A, Adams PD, Bardiaux B, Berman HM, Case DA, Fogh RH, Güntert P, Hendrickx PM, Herrmann T, Kleywegt GJ, Kobayashi N, Lange OF, Markley JL, Montelione GT, Nilges M, Ragan TJ, Schwieters CD, Tejero R, Ulrich EL, Velankar S, Vranken WF, Wedell JR, Westbrook J, Wishart DS, Vuister GW  NMR Exchange Format: a unified and open standard for representation of NMR restraint data.  Nature structural & molecular biology  2015

554. Johnson JA, Williams P, Lu Z, Kavanaugh-McHugh A, Fish FA, Killen SA  Fetuses of Mothers with Thyroid Disease May Be at Higher Risk of Developing Supraventricular Tachycardia.  American journal of perinatology  2015

555. Wang X, Yamamoto Y, Wilson LH, Zhang T, Howitt BE, Farrow MA, Kern F, Ning G, Hong Y, Khor CC, Chevalier B, Bertrand D, Wu L, Nagarajan N, Sylvester FA, Hyams JS, Devers T, Bronson R, Lacy DB, Ho KY, Crum CP, McKeon F, Xian W  Cloning and variation of ground state intestinal stem cells.  Nature  2015

556. Saunders KO, Wang L, Joyce MG, Yang ZY, Balazs AB, Cheng C, Ko SY, Kong WP, Rudicell RS, Georgiev IS, Duan L, Foulds KE, Donaldson M, Xu L, Schmidt SD, Todd JP, Baltimore D, Roederer M, Haase AT, Kwong PD, Rao SS, Mascola JR, Nabel GJ  Broadly neutralizing human immunodeficiency virus type 1 antibody gene transfer protects non-human primates from mucosal simian-human immunodeficiency virus infection.  Journal of virology  2015

557. Fernandez-Carbonell C, Vargas-Lowy D, Musallam A, Healy B, McLaughlin K, Wucherpfennig KW, Chitnis T  Clinical and MRI phenotype of children with MOG antibodies.  Multiple sclerosis (Houndmills, Basingstoke, England)  2015

558. Angelova M, Ortiz-Meoz RF, Walker S, Knipe DM  Inhibition of O-linked N-acetylglucosamine Transferase Reduces Replication of Herpes Simplex Virus and Human Cytomegalovirus.  Journal of virology  2015

559. Chen B, Kaledhonkar S, Sun M, Shen B, Lu Z, Barnard D, Lu TM, Gonzalez RL, Frank J  Structural Dynamics of Ribosome Subunit Association Studied by Mixing-Spraying Time-Resolved Cryogenic Electron Microscopy.  Structure (London, England : 1993)  2015

560. Hunter JC, Manandhar A, Carrasco MA, Gurbani D, Gondi S, Westover KD  Biochemical and Structural Analysis of Common Cancer-Associated KRAS Mutations.  Molecular cancer research : MCR  2015

561. LaFrance ME, Farrow MA, Chandrasekaran R, Sheng J, Rubin DH, Lacy DB  Identification of an epithelial cell receptor responsible for Clostridium difficile TcdB-induced cytotoxicity.  Proceedings of the National Academy of Sciences of the United States of America  2015

562. Liao HY, Hashem Y, Frank J  Efficient Estimation of Three-Dimensional Covariance and its Application in the Analysis of Heterogeneous Samples in Cryo-Electron Microscopy.  Structure (London, England : 1993)  2015

563. Marchand JR, Caflisch A  Binding Mode of Acetylated Histones to Bromodomains: Variations on a Common Motif.  ChemMedChem  2015

564. Brewer KD, Bacaj T, Cavalli A, Camilloni C, Swarbrick JD, Liu J, Zhou A, Zhou P, Barlow N, Xu J, Seven AB, Prinslow EA, Voleti R, Häussinger D, Bonvin AM, Tomchick DR, Vendruscolo M, Graham B, Südhof TC, Rizo J  Dynamic binding mode of a Synaptotagmin-1-SNARE complex in solution.  Nature structural & molecular biology  2015

565. Békés M, Rut W, Kasperkiewicz P, Mulder MP, Ovaa H, Drag M, Lima CD, Huang TT  SARS hCoV papain-like protease is a unique Lys48 linkage-specific di-distributive deubiquitinating enzyme.  The Biochemical journal  2015

566. Lorenz S, Deng P, Hantschel O, Superti-Furga G, Kuriyan J  Crystal structure of an SH2-kinase construct of c-Abl and effect of the SH2 domain on kinase activity.  The Biochemical journal  2015

567. Zhao H, Caflisch A  Current kinase inhibitors cover a tiny fraction of fragment space.  Bioorganic & medicinal chemistry letters  2015

568. Friberg A, Thumann S, Hennig J, Zou P, Nössner E, Ling PD, Sattler M, Kempkes B  The EBNA-2 N-Terminal Transactivation Domain Folds into a Dimeric Structure Required for Target Gene Activation.  PLoS pathogens  2015

569. Crooks ET, Tong T, Chakrabarti B, Narayan K, Georgiev IS, Menis S, Huang X, Kulp D, Osawa K, Muranaka J, Stewart-Jones G, Destefano J, O'Dell S, LaBranche C, Robinson JE, Montefiori DC, McKee K, Du SX, Doria-Rose N, Kwong PD, Mascola JR, Zhu P, Schief WR, Wyatt RT, Whalen RG, Binley JM  Vaccine-Elicited Tier 2 HIV-1 Neutralizing Antibodies Bind to Quaternary Epitopes Involving Glycan-Deficient Patches Proximal to the CD4 Binding Site.  PLoS pathogens  2015

570. Clark L, Zahm JA, Ali R, Kukula M, Bian L, Patrie SM, Gardner KH, Rosen MK, Rosenbaum DM  Methyl labeling and TROSY NMR spectroscopy of proteins expressed in the eukaryote Pichia pastoris.  Journal of biomolecular NMR  2015

571. Yi T, Arthanari H, Akabayov B, Song H, Papadopoulos E, Qi HH, Jedrychowski M, Güttler T, Guo C, Luna RE, Gygi SP, Huang SA, Wagner G  eIF1A augments Ago2-mediated Dicer-independent miRNA biogenesis and RNA interference.  Nature communications  2015

572. Grant T, Grigorieff N  Measuring the optimal exposure for single particle cryo-EM using a 2.6 Å reconstruction of rotavirus VP6.  eLife  2015

573. Marcsisin SR, Liptak C, Marineau J, Bradner JE, Engen JR  Tag and Capture Flow Hydrogen Exchange Mass Spectrometry with a Fluorous-Immobilized Probe.  Analytical chemistry  2015

574. Dashti H, Tonelli M, Markley JL  ADAPT-NMR 3.0: utilization of BEST-type triple-resonance NMR experiments to accelerate the process of data collection and assignment.  Journal of biomolecular NMR  2015

575. van Zundert GC, Bonvin AM  DisVis: Quantifying and visualizing accessible interaction space of distance-restrained biomolecular complexes.  Bioinformatics (Oxford, England)  2015

576. Frazer C, Joshi M, Delorme C, Davis D, Bennett RJ, Allingham JS  Candida albicans kinesin Kar3 depends on a Cik1-like regulatory partner protein for its roles in mating, cell morphogenesis and bipolar spindle formation.  Eukaryotic cell  2015

577. Sharma A, Solmaz SR, Blobel G, Melčák I  Ordered Regions of Channel Nucleoporins Nup62, Nup54 and Nup58 Form Dynamic Complexes in Solution.  The Journal of biological chemistry  2015

578. Greenswag AR, Li X, Borbat PP, Samanta D, Watts KJ, Freed JH, Crane BR  Preformed Soluble Chemoreceptor Trimers That Mimic Cellular Assembly States and Activate CheA Autophosphorylation.  Biochemistry  2015

579. Patra A, Banerjee S, Johnson Salyard TL, Malik CK, Christov PP, Rizzo CJ, Stone MP, Egli M  Structural Basis for Error-Free Bypass of the 5-N-Methylformamidopyrimidine-dG Lesion by Human DNA Polymerase η and Sulfolobus solfataricus P2 Polymerase IV.  Journal of the American Chemical Society  2015

580. Soss SE, Rose KL, Hill S, Jouan S, Chazin WJ  Biochemical and Proteomic Analysis of Ubiquitination of Hsc70 and Hsp70 by the E3 Ligase CHIP.  PloS one  2015

581. Putnam DK, Weiner BE, Woetzel N, Lowe EW, Meiler J  BCL::SAXS: GPU accelerated debye method for computation of small angle X Ray scattering profiles.  Proteins  2015

582. Go EP, Herschhorn A, Gu C, Castillo-Menendez L, Zhang S, Mao Y, Chen H, Ding H, Wakefield JK, Hua D, Liao HX, Kappes JC, Sodroski J, Desaire H  Comparative Analysis of the Glycosylation Profiles of Membrane-anchored HIV-1 Envelope Glycoprotein Trimers and Soluble gp140.  Journal of virology  2015

583. Treder AP, Hickey JL, Tremblay MC, Zaretsky S, Scully CC, Mancuso J, Doucet A, Yudin AK, Marsault E  Solid-Phase Parallel Synthesis of Functionalised Medium-to-Large Cyclic Peptidomimetics through Three-Component Coupling Driven by Aziridine Aldehyde Dimers.  Chemistry (Weinheim an der Bergstrasse, Germany)  2015

584. Caballe A, Wenzel DM, Agromayor M, Alam SL, Skalicky JJ, Kloc M, Carlton JG, Labrador L, Sundquist WI, Martin-Serrano J  ULK3 regulates cytokinetic abscission by phosphorylating ESCRT-III proteins.  eLife  2015

585. Kane JR, Stanley DJ, Hultquist JF, Johnson JR, Mietrach N, Binning JM, Jónsson SR, Barelier S, Newton BW, Johnson TL, Franks-Skiba KE, Li M, Brown WL, Gunnarsson HI, Adalbjornsdóttir A, Fraser JS, Harris RS, Andrésdóttir V, Gross JD, Krogan NJ  Lineage-Specific Viral Hijacking of Non-canonical E3 Ubiquitin Ligase Cofactors in the Evolution of Vif Anti-APOBEC3 Activity.  Cell reports  2015

586. Carpio MA, Michaud M, Zhou W, Fisher JK, Walensky LD, Katz SG  BCL-2 family member BOK promotes apoptosis in response to endoplasmic reticulum stress.  Proceedings of the National Academy of Sciences of the United States of America  2015

587. Schotte L, Thys B, Strauss M, Filman DJ, Rombaut B, Hogle JM  Characterization of poliovirus neutralization escape mutants of single-domain antibody fragments (VHHs).  Antimicrobial agents and chemotherapy  2015

588. Ndjomou J, Corby MJ, Sweeney NL, Hanson AM, Aydin C, Ali A, Schiffer CA, Li K, Frankowski KJ, Schoenen FJ, Frick DN  Simultaneously Targeting the NS3 Protease and Helicase Activities for More Effective Hepatitis C Virus Therapy.  ACS chemical biology  2015

589. Shingai M, Welbourn S, Brenchley JM, Acharya P, Miyagi E, Plishka RJ, Buckler-White A, Kwong PD, Nishimura Y, Strebel K, Martin MA  The Expression of Functional Vpx during Pathogenic SIVmac Infections of Rhesus Macaques Suppresses SAMHD1 in CD4+ Memory T Cells.  PLoS pathogens  2015

590. Ewald C, Christen MT, Watson RP, Mihajlovic M, Zhou T, Honegger A, Plückthun A, Caflisch A, Zerbe O  A combined NMR and computational approach to investigate Peptide binding to a designed armadillo repeat protein.  Journal of molecular biology  2015

591. Chew LH, Lu S, Liu X, Li FK, Yu AY, Klionsky DJ, Dong MQ, Yip CK  Molecular interactions of the Saccharomyces cerevisiae Atg1 complex provide insights into assembly and regulatory mechanisms.  Autophagy  2015

592. Brummett AE, Schnicker NJ, Crider A, Todd JD, Dey M  Biochemical, Kinetic, and Spectroscopic Characterization of Ruegeria pomeroyi DddW-A Mononuclear Iron-Dependent DMSP Lyase.  PloS one  2015

593. Sternberg SH, Doudna JA  Expanding the Biologist's Toolkit with CRISPR-Cas9.  Molecular cell  2015

594. Li B, Kim SH, Zhang Y, Hanfrey CC, Elliott KA, Ealick SE, Michael AJ  Different polyamine pathways from bacteria have replaced eukaryotic spermidine biosynthesis in ciliates Tetrahymena thermophila and Paramecium tetaurelia.  Molecular microbiology  2015

595. Schmidt AG, Therkelsen MD, Stewart S, Kepler TB, Liao HX, Moody MA, Haynes BF, Harrison SC  Viral Receptor-Binding Site Antibodies with Diverse Germline Origins.  Cell  2015

596. Garnham CP, Vemu A, Wilson-Kubalek EM, Yu I, Szyk A, Lander GC, Milligan RA, Roll-Mecak A  Multivalent Microtubule Recognition by Tubulin Tyrosine Ligase-like Family Glutamylases.  Cell  2015

597. Reading E, Walton TA, Liko I, Marty MT, Laganowsky A, Rees DC, Robinson CV  The Effect of Detergent, Temperature, and Lipid on the Oligomeric State of MscL Constructs: Insights from Mass Spectrometry.  Chemistry & biology  2015

598. Schwerdt JG, MacKenzie K, Wright F, Oehme D, Wagner JM, Harvey AJ, Shirley NJ, Burton RA, Schreiber M, Halpin C, Zimmer J, Marshall DF, Waugh R, Fincher GB  Evolutionary Dynamics of the Cellulose Synthase Gene Superfamily in Grasses.  Plant physiology  2015

599. Winter GE, Buckley DL, Paulk J, Roberts JM, Souza A, Dhe-Paganon S, Bradner JE  Phthalimide conjugation as a strategy for in vivo target protein degradation.  Science (New York, N.Y.)  2015

600. Wu CH, Ho MC, Jeng YM, Liang PC, Hu RH, Lai HS, Shih TT  Assessing hepatic fibrosis: comparing the intravoxel incoherent motion in MRI with acoustic radiation force impulse imaging in US.  European radiology  2015

601. Jost M, Simpson JH, Drennan CL  The Transcription Factor CarH Safeguards Use of Adenosylcobalamin as a Light Sensor by Altering the Photolysis Products.  Biochemistry  2015

602. Xue J, Sharma V, Hsieh MH, Chawla A, Murali R, Pandol SJ, Habtezion A  Alternatively activated macrophages promote pancreatic fibrosis in chronic pancreatitis.  Nature communications  2015

603. Mitra S, Ring AM, Amarnath S, Spangler JB, Li P, Ju W, Fischer S, Oh J, Spolski R, Weiskopf K, Kohrt H, Foley JE, Rajagopalan S, Long EO, Fowler DH, Waldmann TA, Garcia KC, Leonard WJ  Interleukin-2 Activity Can Be Fine Tuned with Engineered Receptor Signaling Clamps.  Immunity  2015

604. Spangler JB, Tomala J, Luca VC, Jude KM, Dong S, Ring AM, Votavova P, Pepper M, Kovar M, Garcia KC  Antibodies to Interleukin-2 Elicit Selective T Cell Subset Potentiation through Distinct Conformational Mechanisms.  Immunity  2015

605. Drori R, Davies PL, Braslavsky I  When Are Antifreeze Proteins in Solution Essential for Ice Growth Inhibition?  Langmuir : the ACS journal of surfaces and colloids  2015

606. Kouno T, Luengas EM, Shigematsu M, Shandilya SM, Zhang J, Chen L, Hara M, Schiffer CA, Harris RS, Matsuo H  Structure of the Vif-binding domain of the antiviral enzyme APOBEC3G.  Nature structural & molecular biology  2015

607. Kaplan M, Cukkemane A, van Zundert GC, Narasimhan S, Daniëls M, Mance D, Waksman G, Bonvin AM, Fronzes R, Folkers GE, Baldus M  Probing a cell-embedded megadalton protein complex by DNP-supported solid-state NMR.  Nature methods  2015

608. van der Schot G, Bonvin AM  Performance of the WeNMR CS-Rosetta3 web server in CASD-NMR.  Journal of biomolecular NMR  2015

609. Mullins EA, Shi R, Kotsch LA, Eichman BF  A New Family of HEAT-Like Repeat Proteins Lacking a Critical Substrate Recognition Motif Present in Related DNA Glycosylases.  PloS one  2015

610. Mukerjee A, Iyidogan P, Castellanos-Gonzalez A, Cisneros JA, Czyzyk D, Ranjan AP, Jorgensen WL, White AC, Vishwanatha JK, Anderson KS  A nanotherapy strategy significantly enhances anticryptosporidial activity of an inhibitor of bifunctional thymidylate synthase-dihydrofolate reductase from Cryptosporidium.  Bioorganic & medicinal chemistry letters  2015

611. Stubbs MC, Kim W, Bariteau M, Davis T, Vempati S, Minehart J, Witkin M, Qi J, Krivtsov AV, Bradner JE, Kung AL, Armstrong SA  Selective Inhibition of HDAC1 and HDAC2 as a Potential Therapeutic Option for B-ALL.  Clinical cancer research : an official journal of the American Association for Cancer Research  2015

612. Whitney JC, Whitfield GB, Marmont LS, Yip P, Neculai AM, Lobsanov YD, Robinson H, Ohman DE, Howell PL  Dimeric c-di-GMP Is Required for Post-translational Regulation of Alginate Production in Pseudomonas aeruginosa.  The Journal of biological chemistry  2015

613. Thongwichian R, Kosten J, Benary U, Rose HM, Stuiver M, Theillet FX, Dose A, Koch B, Yokoyama H, Schwarzer D, Wolf J, Selenko P  A Multiplexed NMR-Reporter Approach to Measure Cellular Kinase and Phosphatase Activities in Real-Time.  Journal of the American Chemical Society  2015

614. Miotto MC, Valiente-Gabioud AA, Rossetti G, Zweckstetter M, Carloni P, Selenko P, Griesinger C, Binolfi A, Fernández CO  Copper Binding to the N-Terminally Acetylated, Naturally Occurring Form of Alpha-Synuclein Induces Local Helical Folding.  Journal of the American Chemical Society  2015

615. Kim B, Ha M, Loeff L, Chang H, Simanshu DK, Li S, Fareh M, Patel DJ, Joo C, Kim VN  TUT7 controls the fate of precursor microRNAs by using three different uridylation mechanisms.  The EMBO journal  2015

616. Binshtein E, Ohi MD  Cryo-Electron Microscopy and the Amazing Race to Atomic Resolution.  Biochemistry  2015

617. Chao YT, Hsu CJ, Yu YL, Yen JY, Ho MC, Chen YY, Chang HC, Lian FL  A novel sound-blocking structure based on the muffler principle for rib-sparing transcostal high-intensity focused ultrasound treatment.  International journal of hyperthermia : the official journal of European Society for Hyperthermic Oncology, North American Hyperthermia Group  2015

618. Watanabe S, Tan D, Lakshminarasimhan M, Washburn MP, Erica Hong EJ, Walz T, Peterson CL  Structural analyses of the chromatin remodelling enzymes INO80-C and SWR-C.  Nature communications  2015

619. Staicu LC, Ackerson CJ, Cornelis P, Ye L, Berendsen RL, Hunter WJ, Noblitt SD, Henry CS, Cappa JJ, Montenieri RL, Wong AO, Musilova L, Novakova M, van Hullebusch ED, Lens PN, Reynolds JR, Pilon-Smits EA  Pseudomonas moraviensis subsp. stanleyae, a bacterial endophyte of hyperaccumulator Stanleya pinnata, is capable of efficient selenite reduction to elemental selenium under aerobic conditions.  Journal of applied microbiology  2015

620. Green KD, Biswas T, Chang C, Wu R, Chen W, Janes BK, Chalupska D, Gornicki P, Hanna PC, Tsodikov OV, Joachimiak A, Garneau-Tsodikova S  Biochemical and Structural Analysis of an Eis Family Aminoglycoside Acetyltransferase from Bacillus anthracis.  Biochemistry  2015

621. Haley KP, Delgado AG, Piazuelo MB, Mortensen BL, Correa P, Damo SM, Chazin WJ, Skaar EP, Gaddy JA  The human antimicrobial protein calgranulin C (S100A12) participates in control of Helicobacter pylori growth and regulation of virulence.  Infection and immunity  2015

622. Kim E, Ilagan JO, Liang Y, Daubner GM, Lee SC, Ramakrishnan A, Li Y, Chung YR, Micol JB, Murphy ME, Cho H, Kim MK, Zebari AS, Aumann S, Park CY, Buonamici S, Smith PG, Deeg HJ, Lobry C, Aifantis I, Modis Y, Allain FH, Halene S, Bradley RK, Abdel-Wahab O  SRSF2 Mutations Contribute to Myelodysplasia by Mutant-Specific Effects on Exon Recognition.  Cancer cell  2015

623. Chung SY, Kao CH, Villarroya F, Chang HY, Chang HC, Hsiao SP, Liou GG, Chen SL  Bhlhe40 represses PGC-1α activity on metabolic gene promoters in myogenic cells.  Molecular and cellular biology  2015

624. Harapin J, Börmel M, Sapra KT, Brunner D, Kaech A, Medalia O  Structural analysis of multicellular organisms with cryo-electron tomography.  Nature methods  2015

625. Milbradt AG, Arthanari H, Takeuchi K, Boeszoermenyi A, Hagn F, Wagner G  Increased resolution of aromatic cross peaks using alternate (13)C labeling and TROSY.  Journal of biomolecular NMR  2015

626. Mattle D, Zhang L, Sitsel O, Pedersen LT, Moncelli MR, Tadini-Buoninsegni F, Gourdon P, Rees DC, Nissen P, Meloni G  A sulfur-based transport pathway in Cu+-ATPases.  EMBO reports  2015

627. Cianfrocco MA, Leschziner AE  Low cost, high performance processing of single particle cryo-electron microscopy data in the cloud.  eLife  2015

628. Csárdi G, Franks A, Choi DS, Airoldi EM, Drummond DA  Accounting for Experimental Noise Reveals That mRNA Levels, Amplified by Post-Transcriptional Processes, Largely Determine Steady-State Protein Levels in Yeast.  PLoS genetics  2015

629. Bukowska MA, Hohl M, Geertsma ER, Hürlimann LM, Grütter MG, Seeger MA  A Transporter Motor Taken Apart: Flexibility in the Nucleotide Binding Domains of a Heterodimeric ABC Exporter.  Biochemistry  2015

630. Cozzi R, Malito E, Lazzarin M, Nuccitelli A, Castagnetti A, Bottomley MJ, Margarit I, Maione D, Rinaudo CD  Structure and Assembly of Group B Streptococcus Pilus 2b Backbone Protein.  PloS one  2015

631. Ercan D, Choi HG, Yun CH, Capelletti M, Xie T, Eck MJ, Gray NS, Jänne PA  EGFR mutations and resistance to Irreversible pyrimidine based EGFR inhibitors.  Clinical cancer research : an official journal of the American Association for Cancer Research  2015

632. Su Y, Patra A, Harp JM, Egli M, Guengerich FP  Roles of Residues Arg-61 and Gln-38 of Human DNA Polymerase Eta in Bypass of Deoxyguanosine and 7,8-Dihydro-8-oxo-2'-deoxyguanosine.  The Journal of biological chemistry  2015

633. DasGupta S, Shelke SA, Li NS, Piccirilli JA  Spinach RNA aptamer detects lead(ii) with high selectivity.  Chemical communications (Cambridge, England)  2015

634. Chen TS, Petrey D, Garzon JI, Honig B  Predicting Peptide-mediated interactions on a genome-wide scale.  PLoS computational biology  2015

635. MacDonald C, Payne JA, Aboian M, Smith W, Katzmann DJ, Piper RC  A Family of Tetraspans Organizes Cargo for Sorting into Multivesicular Bodies.  Developmental cell  2015

636. Richard J, Veillette M, Brassard N, Iyer SS, Roger M, Martin L, Pazgier M, Schön A, Freire E, Routy JP, Smith AB, Park J, Jones DM, Courter JR, Melillo BN, Kaufmann DE, Hahn BH, Permar SR, Haynes BF, Madani N, Sodroski JG, Finzi A  CD4 mimetics sensitize HIV-1-infected cells to ADCC.  Proceedings of the National Academy of Sciences of the United States of America  2015

637. Mazhab-Jafari MT, Marshall CB, Smith MJ, Gasmi-Seabrook GM, Stathopulos PB, Inagaki F, Kay LE, Neel BG, Ikura M  Oncogenic and RASopathy-associated K-RAS mutations relieve membrane-dependent occlusion of the effector-binding site.  Proceedings of the National Academy of Sciences of the United States of America  2015

638. Kulak O, Chen H, Holohan B, Wu X, He H, Borek D, Otwinowski Z, Yamaguchi K, Garofalo LA, Ma Z, Wright W, Chen C, Shay JW, Zhang X, Lum L  Disruption of Wnt/β-catenin signaling and telomeric shortening are inextricable consequences of tankyrase inhibition in human cells.  Molecular and cellular biology  2015

639. Yang B, Stjepanovic G, Shen Q, Martin A, Hurley JH  Vps4 disassembles an ESCRT-III filament by global unfolding and processive translocation.  Nature structural & molecular biology  2015

640. El-Arab KK, Pudasaini A, Zoltowski BD  Short LOV Proteins in Methylocystis Reveal Insight into LOV Domain Photocycle Mechanisms.  PloS one  2015

641. Leggas D, Tsodikov OV  Determination of small crystal structures from a minimum set of diffraction intensities by homotopy continuation.  Acta crystallographica. Section A, Foundations and advances  2015

642. Gilsbach BK, Messias AC, Ito G, Sattler M, Alessi DR, Wittinghofer A, Kortholt A  Structural Characterization of LRRK2 Inhibitors.  Journal of medicinal chemistry  2015

643. Mattaini KR, Brignole EJ, Kini M, Davidson SM, Fiske BP, Drennan CL, Vander Heiden MG  An epitope tag alters phosphoglycerate dehydrogenase structure and impairs ability to support cell proliferation.  Cancer & metabolism  2015

644. Blaesi EJ, Fox BG, Brunold TC  Spectroscopic and Computational Investigation of the H155A Variant of Cysteine Dioxygenase: Geometric and Electronic Consequences of a Third-Sphere Amino Acid Substitution.  Biochemistry  2015

645. Choi E, Yu H  Phosphorylation propels p31(comet) for mitotic exit.  Cell cycle (Georgetown, Tex.)  2015

646. Huang X, Dong W, Milewska A, Golda A, Qi Y, Zhu QK, Marasco WA, Baric RS, Sims AC, Pyrc K, Li W, Sui J  HCoV-HKU1 Spike protein uses O-acetylated sialic acid as an attachment receptor determinant and employs HE protein as a receptor-destroying enzyme.  Journal of virology  2015

647. Peng SS, Jeng YM, Hsu WM, Yang JC, Ho MC  Hepatic ADC map as an adjunct to conventional abdominal MRI to evaluate hepatic fibrotic and clinical cirrhotic severity in biliary atresia patients.  European radiology  2015

648. Perry RJ, Lee S, Ma L, Zhang D, Schlessinger J, Shulman GI  FGF1 and FGF19 reverse diabetes by suppression of the hypothalamic-pituitary-adrenal axis.  Nature communications  2015

649. Maus M, Jairaman A, Stathopulos PB, Muik M, Fahrner M, Weidinger C, Benson M, Fuchs S, Ehl S, Romanin C, Ikura M, Prakriya M, Feske S  Missense mutation in immunodeficient patients shows the multifunctional roles of coiled-coil domain 3 (CC3) in STIM1 activation.  Proceedings of the National Academy of Sciences of the United States of America  2015

650. Anosova I, Melnik S, Tripsianes K, Kateb F, Grummt I, Sattler M  A novel RNA binding surface of the TAM domain of TIP5/BAZ2A mediates epigenetic regulation of rRNA genes.  Nucleic acids research  2015

651. Habets RA, Groot AJ, Yahyanejad S, Tiyanont K, Blacklow SC, Vooijs M  Human NOTCH2 is resistant to ligand independent activation by metalloprotease Adam17.  The Journal of biological chemistry  2015

652. Han TH, Dharkar P, Mayer ML, Serpe M  Functional reconstitution of Drosophila melanogaster NMJ glutamate receptors.  Proceedings of the National Academy of Sciences of the United States of America  2015

653. Alontaga AY, Ambaye ND, Li YJ, Vega R, Chen CH, Bzymek KP, Williams JC, Hu W, Chen Y  RWD Domain as an E2 (Ubc9)-Interaction Module.  The Journal of biological chemistry  2015

654. Leighton TL, Dayalani N, Sampaleanu LM, Howell PL, Burrows LL  A novel role for PilNO in type IV pilus retraction revealed by alignment subcomplex mutations.  Journal of bacteriology  2015

655. Gao P, Patel DJ  V-cGAPs: attenuators of 3'3'-cGAMP signaling.  Cell research  2015

656. Eginton C, Cressman WJ, Bachas S, Wade H, Beckett D  Allosteric Coupling via Distant Disorder-to-Order Transitions.  Journal of molecular biology  2015

657. Yan M, Wolberger C  Uncovering the Role of Sgf73 in Maintaining SAGA Deubiquitinating Module Structure and Activity.  Journal of molecular biology  2015

658. Auldridge ME, Cao H, Sen S, Franz LP, Bingman CA, Yennamalli RM, Phillips GN, Mead D, Steinmetz EJ  LucY: A Versatile New Fluorescent Reporter Protein.  PloS one  2015

659. Barbian HJ, Decker JM, Bibollet-Ruche F, Galimidi RP, West AP, Learn GH, Parrish NF, Iyer SS, Li Y, Pace CS, Song R, Huang Y, Denny TN, Mouquet H, Martin L, Acharya P, Zhang B, Kwong PD, Mascola JR, Verrips CT, Strokappe NM, Rutten L, McCoy LE, Weiss RA, Brown CS, Jackson R, Silvestri G, Connors M, Burton DR, Shaw GM, Nussenzweig MC, Bjorkman PJ, Ho DD, Farzan M, Hahn BH  Neutralization Properties of Simian Immunodeficiency Viruses Infecting Chimpanzees and Gorillas.  mBio  2015

660. Wu X, Zhang Z, Schramm CA, Joyce MG, Do Kwon Y, Zhou T, Sheng Z, Zhang B, O'Dell S, McKee K, Georgiev IS, Chuang GY, Longo NS, Lynch RM, Saunders KO, Soto C, Srivatsan S, Yang Y, Bailer RT, Louder MK, NISC Comparative Sequencing Program, Mullikin JC, Connors M, Kwong PD, Mascola JR, Shapiro L  Maturation and Diversity of the VRC01-Antibody Lineage over 15 Years of Chronic HIV-1 Infection.  Cell  2015

661. Diao J, Liu R, Rong Y, Zhao M, Zhang J, Lai Y, Zhou Q, Wilz LM, Li J, Vivona S, Pfuetzner RA, Brunger AT, Zhong Q  ATG14 promotes membrane tethering and fusion of autophagosomes to endolysosomes.  Nature  2015

662. Cheng Y, Grigorieff N, Penczek PA, Walz T  A Primer to Single-Particle Cryo-Electron Microscopy.  Cell  2015

663. Bradner JE  Cancer: An essential passenger with p53.  Nature  2015

664. Dashti H, Lee W, Tonelli M, Cornilescu CC, Cornilescu G, Assadi-Porter FM, Westler WM, Eghbalnia HR, Markley JL  NMRFAM-SDF: a protein structure determination framework.  Journal of biomolecular NMR  2015

665. Leung DW, Borek D, Luthra P, Binning JM, Anantpadma M, Liu G, Harvey IB, Su Z, Endlich-Frazier A, Pan J, Shabman RS, Chiu W, Davey RA, Otwinowski Z, Basler CF, Amarasinghe GK  An Intrinsically Disordered Peptide from Ebola Virus VP35 Controls Viral RNA Synthesis by Modulating Nucleoprotein-RNA Interactions.  Cell reports  2015

666. Counts CJ, Ho PS, Donlin MJ, Tavis JE, Chen C  A Functional Interplay between Human Immunodeficiency Virus Type 1 Protease Residues 77 and 93 Involved in Differential Regulation of Precursor Autoprocessing and Mature Protease Activity.  PloS one  2015

667. Laha D, Johnen P, Azevedo C, Dynowski M, Weiß M, Capolicchio S, Mao H, Iven T, Steenbergen M, Freyer M, Gaugler P, de Campos MK, Zheng N, Feussner I, Jessen HJ, Van Wees SC, Saiardi A, Schaaf G  VIH2 Regulates the Synthesis of Inositol Pyrophosphate InsP8 and Jasmonate-Dependent Defenses in Arabidopsis.  The Plant cell  2015

668. Wu K, Byers DE, Jin X, Agapov E, Alexander-Brett J, Patel AC, Cella M, Gilfilan S, Colonna M, Kober DL, Brett TJ, Holtzman MJ  TREM-2 promotes macrophage survival and lung disease after respiratory viral infection.  The Journal of experimental medicine  2015

669. Davlieva M, Shi Y, Leonard PG, Johnson TA, Zianni MR, Arias CA, Ladbury JE, Shamoo Y  A variable DNA recognition site organization establishes the LiaR-mediated cell envelope stress response of enterococci to daptomycin.  Nucleic acids research  2015

670. de la Mora-de la Mora I, Torres-Larios A, Enríquez-Flores S, Méndez ST, Castillo-Villanueva A, Gómez-Manzo S, López-Velázquez G, Marcial-Quino J, Torres-Arroyo A, García-Torres I, Reyes-Vivas H, Oria-Hernández J  Structural Effects of Protein Aging: Terminal Marking by Deamidation in Human Triosephosphate Isomerase.  PloS one  2015

671. Burke JP, Bian Z, Shaw S, Zhao B, Goodwin CM, Belmar J, Browning CF, Vigil D, Friberg A, Camper DV, Rossanese OW, Lee T, Olejniczak ET, Fesik SW  Discovery of Tricyclic Indoles That Potently Inhibit Mcl-1 Using Fragment-Based Methods and Structure-Based Design.  Journal of medicinal chemistry  2015

672. Setiaputra D, Ross JD, Lu S, Cheng DT, Dong MQ, Yip CK  Conformational flexibility and subunit arrangement of the modular yeast spt-ada-gcn5 acetyltransferase complex.  The Journal of biological chemistry  2015

673. Somarowthu S, Legiewicz M, Chillón I, Marcia M, Liu F, Pyle AM  HOTAIR Forms an Intricate and Modular Secondary Structure.  Molecular cell  2015

674. Schwer B, Ghosh A, Sanchez AM, Lima CD, Shuman S  Genetic and structural analysis of the essential fission yeast RNA polymerase II CTD phosphatase Fcp1.  RNA (New York, N.Y.)  2015

675. Bradbury AM, Plückthun A  Antibodies: validate recombinants once.  Nature  2015

676. Gutsche I, Desfosses A, Effantin G, Ling WL, Haupt M, Ruigrok RW, Sachse C, Schoehn G  Near-atomic cryo-EM structure of the helical measles virus nucleocapsid.  Science (New York, N.Y.)  2015

677. Zhou X, Fan LX, Peters DJ, Trudel M, Bradner JE, Li X  Therapeutic targeting of BET bromodomain protein, Brd4, delays cyst growth in ADPKD.  Human molecular genetics  2015

678. Lepesheva GI, Hargrove TY, Rachakonda G, Wawrzak Z, Pomel S, Cojean S, Nde PN, Nes WD, Locuson CW, Calcutt MW, Waterman MR, Daniels JS, Loiseau PM, Villalta F  VFV as a new effective CYP51 structure-derived drug candidate for Chagas disease and visceral leishmaniasis.  The Journal of infectious diseases  2015

679. Lee W, Tonelli M, Markley JL  NMRFAM-SPARKY: enhanced software for biomolecular NMR spectroscopy.  Bioinformatics (Oxford, England)  2015

680. Kroncke BM, Vanoye CG, Meiler J, George AL, Sanders CR  Personalized Biochemistry and Biophysics.  Biochemistry  2015

681. Hamouda AK, Wang ZJ, Stewart DA, Jain AD, Glennon RA, Cohen JB  Desformylflustrabromine (dFBr) and [3H]dFBr-labeled Binding Sites in a Nicotinic Acetylcholine Receptor.  Molecular pharmacology  2015

682. Francica JR, Sheng Z, Zhang Z, Nishimura Y, Shingai M, Ramesh A, Keele BF, Schmidt SD, Flynn BJ, Darko S, Lynch RM, Yamamoto T, Matus-Nicodemos R, Wolinsky D, NISC Comparative Sequencing Program, Nason M, Valiante NM, Malyala P, De Gregorio E, Barnett SW, Singh M, O'Hagan DT, Koup RA, Mascola JR, Martin MA, Kepler TB, Douek DC, Shapiro L, Seder RA  Analysis of immunoglobulin transcripts and hypermutation following SHIVAD8 infection and protein-plus-adjuvant immunization.  Nature communications  2015

683. Bassuk AG, Yeh S, Wu S, Martin DF, Tsang SH, Gakhar L, Mahajan VB  Structural Modeling of a Novel CAPN5 Mutation that Causes Uveitis and Neovascular Retinal Detachment.  PloS one  2015

684. Aceti DJ, Bingman CA, Wrobel RL, Frederick RO, Makino SI, Nichols KW, Sahu SC, Bergeman LF, Blommel PG, Cornilescu CC, Gromek KA, Seder KD, Hwang S, Primm JG, Sabat G, Vojtik FC, Volkman BF, Zolnai Z, Phillips GN, Markley JL, Fox BG  Expression platforms for producing eukaryotic proteins: a comparison of E. coli cell-based and wheat germ cell-free synthesis, affinity and solubility tags, and cloning strategies.  Journal of structural and functional genomics  2015

685. Leney AC, Rezaei Darestani R, Li J, Nikjah S, Kitova EN, Zou C, Cairo CW, Xiong ZJ, Privé GG, Klassen JS  Picodiscs for Facile Protein-Glycolipid Interaction Analysis.  Analytical chemistry  2015

686. Pallan PS, Wang C, Lei L, Yoshimoto FK, Auchus RJ, Waterman MR, Guengerich FP, Egli M  Human Cytochrome P450 21A2, the Major Steroid 21-Hydroxylase: Structure of the Enzyme-Progesterone Substrate Complex and Rate-Limiting C-H Bond Cleavage.  The Journal of biological chemistry  2015

687. Ha BH, Morse EM, Turk BE, Boggon TJ  Signaling, regulation and specificity of the type II p21-activated kinases.  The Journal of biological chemistry  2015

688. Maestre-Reyna M, Liu WC, Jeng WY, Lee CC, Hsu CA, Wen TN, Wang AH, Shyur LF  Structural and Functional Roles of Glycosylation in Fungal Laccase from Lentinus sp.  PloS one  2015

689. Alsahafi N, Debbeche O, Sodroski J, Finzi A  Effects of the I559P gp41 Change on the Conformation and Function of the Human Immunodeficiency Virus (HIV-1) Membrane Envelope Glycoprotein Trimer.  PloS one  2015

690. Pohlmann ES, Patel K, Guo S, Dukes MJ, Sheng Z, Kelly DF  Real-time visualization of nanoparticles interacting with glioblastoma stem cells.  Nano letters  2015

691. Cameron K, Najmudin S, Alves VD, Bayer EA, Smith SP, Bule P, Waller H, Ferreira LM, Gilbert HJ, Fontes CM  Cell-surface attachment of bacterial multi-enzyme complexes involves highly dynamic protein-protein anchors.  The Journal of biological chemistry  2015

692. Chen JM, Hou C, Wang G, Tsodikov OV, Rohr J  Structural Insight into MtmC, a Bifunctional Ketoreductase-Methyltransferase Involved in the Assembly of the Mithramycin Trisaccharide Chain.  Biochemistry  2015

693. Manthei KA, Hill MC, Burke JE, Butcher SE, Keck JL  Structural mechanisms of DNA binding and unwinding in bacterial RecQ helicases.  Proceedings of the National Academy of Sciences of the United States of America  2015

694. Liu X, Li H, Liu Q, Niu Y, Hu Q, Deng H, Cha J, Wang Y, Liu Y, He Q  A role for protein kinase A in the Neurospora circadian clock by regulating WC-independent frequency transcription through phosphorylation of RCM-1.  Molecular and cellular biology  2015

695. Zhang T, Walensky LD, Saghatelian A  A Nonapoptotic Role for BAX and BAK in Eicosanoid Metabolism.  ACS chemical biology  2015

696. Choi HJ, Loveless T, Lynch AM, Bang I, Hardin J, Weis WI  A Conserved Phosphorylation Switch Controls the Interaction between Cadherin and β-Catenin In Vitro and In Vivo.  Developmental cell  2015

697. Seib KL, Jen FE, Tan A, Scott AL, Kumar R, Power PM, Chen LT, Wu HJ, Wang AH, Hill DM, Luyten YA, Morgan RD, Roberts RJ, Maiden MC, Boitano M, Clark TA, Korlach J, Rao DN, Jennings MP  Specificity of the ModA11, ModA12 and ModD1 epigenetic regulator N6-adenine DNA methyltransferases of Neisseria meningitidis.  Nucleic acids research  2015

698. Lee AS, Kranzusch PJ, Cate JH  eIF3 targets cell-proliferation messenger RNAs for translational activation or repression.  Nature  2015

699. Zorn JA, Wang Q, Fujimura E, Barros T, Kuriyan J  Crystal Structure of the FLT3 Kinase Domain Bound to the Inhibitor Quizartinib (AC220).  PloS one  2015

700. Krishnakumar SS, Li F, Coleman J, Schauder CM, Kümmel D, Pincet F, Rothman JE, Reinisch KM  Re-visiting the trans insertion model for complexin clamping.  eLife  2015

701. Korasick DA, Chatterjee S, Tonelli M, Dashti H, Lee SG, Westfall CS, Fulton DB, Andreotti AH, Amarasinghe GK, Strader LC, Jez JM  Defining a Two-Pronged Structural Model for PB1 Domain Interaction in Plant Auxin Responses.  The Journal of biological chemistry  2015

702. Ragunathan K, Jih G, Moazed D  Epigenetics. Epigenetic inheritance uncoupled from sequence-specific recruitment.  Science (New York, N.Y.)  2015

703. Wolf S, Hatt H, Ernst OP  Does ketamine target olfactory receptors in the brain?  Science signaling  2015

704. Ho CC, Guo N, Sockolosky JT, Ring AM, Weiskopf K, Özkan E, Mori Y, Weissman IL, Garcia KC  'Velcro' engineering of high-affinity CD47 Ectodomain as SIRPα antagonists that enhance antibody-dependent cellular phagocytosis.  The Journal of biological chemistry  2015

705. Xu K, Olsen O, Tzvetkova-Robev D, Tessier-Lavigne M, Nikolov DB  The crystal structure of DR6 in complex with the amyloid precursor protein provides insight into death receptor activation.  Genes & development  2015

706. Chang SC, Fedeles BI, Wu J, Delaney JC, Li D, Zhao L, Christov PP, Yau E, Singh V, Jost M, Drennan CL, Marnett LJ, Rizzo CJ, Levine SS, Guengerich FP, Essigmann JM  Next-generation sequencing reveals the biological significance of the N2,3-ethenoguanine lesion in vivo.  Nucleic acids research  2015

707. Taylor DW, Zhu Y, Staals RH, Kornfeld JE, Shinkai A, van der Oost J, Nogales E, Doudna JA  Structures of the CRISPR-Cmr complex reveal mode of RNA target positioning.  Science (New York, N.Y.)  2015

708. Greber BJ, Bieri P, Leibundgut M, Leitner A, Aebersold R, Boehringer D, Ban N  The complete structure of the 55S mammalian mitochondrial ribosome.  Science (New York, N.Y.)  2015

709. Chen X, Kim IK, Honaker Y, Paudyal SC, Koh WK, Sparks M, Li S, Piwnica-Worms H, Ellenberger T, You Z  14-3-3 Proteins Restrain the Exo1 Nuclease to Prevent Over-resection.  The Journal of biological chemistry  2015

710. Han H, Monroe N, Votteler J, Shakya B, Sundquist WI, Hill CP  Binding of Substrates to the Central Pore of the Vps4 ATPase is Autoinhibited by the Microtubule Interacting and Trafficking (MIT) Domain and Activated by MIT Interacting Motifs (MIMs).  The Journal of biological chemistry  2015

711. Vives-Adrián L, Garriga D, Buxaderas M, Fraga J, Pereira PJ, Macedo-Ribeiro S, Verdaguer N  Structural Basis for Host Membrane Remodeling Induced by Protein 2B of Hepatitis A Virus.  Journal of virology  2015

712. Goettel JA, Biswas S, Lexmond WS, Yeste A, Passerini L, Patel B, Yang S, Sun J, Ouahed J, Shouval DS, McCann KJ, Horwitz BH, Mathis D, Milford EL, Notarangelo LD, Roncarolo MG, Fiebiger E, Marasco WA, Bacchetta R, Quintana FJ, Pai SY, Klein C, Muise AM, Snapper SB  Fatal autoimmunity in mice reconstituted with human hematopoietic stem cells encoding defective FOXP3.  Blood  2015
[bookmark: _Toc319697875]STAR
1. Centrality dependence of identified particle elliptic flow in relativistic heavy ion collisions at sqrt(sNN)= 7.7-62.4 GeV, Submitted Sep. 30, 2015, published Jan. 20, 2016, Phys. Rev. C 93 (2016) 14907, e-Print Archives (1509.08397)

2. Measurement of interaction between antiprotons, Submitted Jul. 25, 2015 , published Nov. 4, 2015, Nature 527 (2015) 345, e-Print Archives (1507.07158)

3. Azimuthal anisotropy in U+U and Au+Au collisions at RHIC, Submitted May. 28, 2015 , published Nov. 24, 2015, Phys. Rev. Lett. 115 (2015) 222301, e-Print Archives (1505.07812 )

4. Observation of charge asymmetry dependence of pion elliptic flow and the
possible chiral magnetic wave in heavy-ion collisions, Submitted Apr. 10, 2015 , published Jun. 26, 2015, Phys. Rev. Lett. 114 (2015) 252302, e-Print Archives (1504.02175)

5. Measurements of Dielectron Production in Au+Au Collisions at sqrt(sNN) =
200 GeV from the STAR Experiment, Submitted Apr. 9, 2015 , published Aug. 24, 2015, Phys. Rev. C 92 (2015) 24912, e-Print Archives (1504.01317)

6. Observation of Transverse Spin-Dependent Azimuthal Correlations of Charged Pion Pairs in p+p at sqrt(s)=200 GeV, Submitted Apr. 2, 2015 , published Dec. 8, 2015, Phys. Rev. Lett. 115 (2015) 242501, e-Print Archives (1504.00415)

7. Long-range pseudorapidity dihadron correlations in d+Au collisions at sqrt(sNN)=200 GeV, Submitted Mar. 1, 2015 , published Jul. 30, 2015, Phys. Lett. B 747 (2015) 265, e-Print Archives (1502.07652)

8. Energy dependence of acceptance-corrected dielectron excess mass spectrum at mid-rapidity in Au+Au collisions at $\sqrt{s_{NN}} = 19.6$ and 200 GeV, Submitted Jan. 21, 2015 , published Nov. 12, 2015, Phys. Lett. B 750 (2015) 64, e-Print Archives (1501.05341)

9. Effect of event selection on jetlike correlation measurement in d+Au collisions at 200 GeV, Submitted Dec. 29, 2014 , published Apr. 9, 2015, Phys. Lett. B 743 (2015) 333, e-Print Archives (1412.8437)

10. Di-Hadron Correlations with Identified Leading Hadrons in 200 GeV Au+Au and d+Au Collisions at STAR, Submitted Oct. 15, 2014 , published Nov. 11, 2015, Phys. Lett. B 751 (2015) 233, e-Print Archives (1410.3524)

11. Isolation of Flow and Nonflow Correlations by Two- and Four-Particle Cumulant Measurements of Azimuthal Harmonics in sqrt(s)=200 GeV Au+Au Collisions, Submitted Sep. 6, 2014 , published May. 18, 2015, Phys. Lett. B 745 (2015) 40, e-Print Archives (1409.2043)

12. Charged-to-neutral correlation at forward rapidity in Au+Au collisions at 200 GeV, Submitted Aug. 25, 2014 , published Mar. 20, 2015, Phys. Rev. C 91 (2015) 34905, e-Print Archives (1408.5017)

13. The Lambda Lambda Correlation Function in Au+Au collisions at sqrt s NN = 200 GeV, Submitted Aug. 18, 2014 , published Jan. 12, 2015, Phys. Rev. Lett. 114 (2015) 22301, e-Print Archives (1408.4360)

14. Precision Measurement of the Longitudinal Double-spin Asymmetry for Inclusive Jet Production in Polarized Proton Collisions at $\sqrt{s}$ = 200 GeV, Submitted May. 20, 2014 , published Aug. 26, 2015, Phys. Rev. Lett. 115 (2015) 92002, e-Print Archives (1405.5134)

15. Beam energy dependent two-pion interferometry and the freeze-out eccentricity of pions in heavy ion collisions at STAR, Submitted Mar. 19, 2014 , published Jul. 10, 2015, Phys. Rev. C 92 (2015) 14904, e-Print Archives (1403.4972)

16. Cosmic Ray Test of Mini-drift Thick Gas Electron Multiplier Chamber for Transition Radiation Detector, Submitted Nov. 9, 2013 , published Feb. 26, 2015, Nucl. Instrum. Meth. A 785 (2015) 33, e-Print Archives (1412.4769)



1
March 15, 2016	 				
